PRK13747. 1 PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (EOLHKPEO_00004)
coreg_| MerD-NCBIFAM mercury resistance co-regulator MerD (NF033783.1) (EOLHKPEO_00003)
MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (EOLHKPEO_00002)
PIcR-PapR qliorum sensing (VF0660) (EOLHKPEO_00005)

‘ ‘ KlcA anti-RM (AP1S007) (EOLHKPEO_00011)

1S6 family transposase 1S6100 (EOLHKPEO_00001) Protein KIcB (EOLHKPEO_00012)
| [Tn3 family transposase ISPa38 (EOLHKPEO_00007) 1415
DNA-invertase hin (EOLHKPEO_00006) 8 910 13TT 16 17 TrfB transcriptional repressor protein (EOLHKPEO_00018)

I -_—
IMGPR _plasmid_2747842907_000001:41-12,476 (+)
SMR_gac_pB8-NCBIFAM Qac-pB8 family quaternary ammonium compound efflux SMR transporter (NFO00148.1) (NJJENBHC_00001)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NF010315.0) (NJJENBHC_00006)
DNA-invertase hin (NJJENBHC_00004)
‘ TnsfamnyTr‘E\sposase ISNpu13 (NJJEN‘ HC_00005)
23 78

NGPR?p\asm'\d726637636017000001: 7512,135 (+)
Lvh (Legionella vir homologs) type IVA secretion system (VF0799) (KHGFBGKG_00018)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (KHGFBGKG_00020)
Plasmid replication initiator protein TrfA (KHGFBGKG_00021)
Tn3 family transposase 1S1071 (KHGFBGKG_00022)
17 19 | | 23 24

dc-apimo AGDEDD-ODBD

— - [
IMGPR_plasmid_3300006182_000003: 13,701-26,620 (+)

Tn3 family transposase 151071 (AJFADIOI_00026)
2524

dc-apimo- AHDEDDOED

I - -_—
IMGPR_plasmid_3300006023_000006: 18,819-31,738 (-)
APH_3pp_Ib-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-1b (NF032895.1) (NKIMKFLC_00037)
APH_6-NCBIFAM APH(6)-I family aminoglycoside O-phosphotransferase (NFO12171.0) (NKIMKFLC_00036)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NFO00294.1) (NKIMKFLC_00033)
Tn3 family transposase 151071 (NKIMKFLC_D0035)
Tn3 family transposase (NKIMKFLC_OOOS‘)) ‘ 1S6 family transposase 1S6100 (NKIMKFLC_00034)
40 DNA-invertase hin (NKIMKFLC_00038) | T | 32 3130

AC-GDED—K OO - GE—ADEDD O D

I I -_—
IMGPR p\asm\d 2645727853 _000001:22,310-42,691 (-)
HTH-type transcriptional regulator GItC (KKKJPMFE_00018)
1S110 family transposase 1S4321R (KKKJPMFE_00019)
1S110 family‘transposase 15S4321L (KKKJPMFE_00016)
2524 | | 17 15 14

-G —@ @D ——AdDED-DHDD

I - _—
IMGPR_plasmid_640048305_000001: 4,381-19,376 (-)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (LBODAGGE_00038)
PRK13752.1-PRK PRK|PRK13752.1: I—?é(ll)-responsive transcriptional regulator (NFO10315.0) (LBODAGGE_00040)

APH_3pp_Ib-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-Ib (NFO32895.1) (LBODAGGE_00030)
APH_6-NCBIFAM APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (LBODAGGE_00031)
coreg_MerD-NCBIFAM mercury 'resistance co- regulator MerD (NFO33 3783. 1) (LBODAGGE_OOO36)
\ PIcR- PapR quorum sensmg (VF0660) (LBODAGGE_00034)

Mercuric transport protein MerT (LBODAGGE 00039) Tn3 famllytransposase (LBODAGGE_00029)
DNA-invertase hin (LBODAGGE_00033) mRNA interferase toxin !ng (LBODAGGE_00027)
Mercuric reductase (LBODAGGE_00037) Tn3 family transposase 151071 (LBODAGGE_00028)
|| |35 | 32 [ |26 24 2 i)
A -abD-@obd ODE OB K 1A AAHEED-D-B0D

I L _J _— - -_—
IMGPR _plasmid_2802429198 000002: 20,341-41,238 (-)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (DBHCGMMI_00059)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NFO10315.0) (DBHCGMMI_00061)

APH Sﬁp Ib-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-1b (NF032895.1) (DBHCGMMI_00051)
APH |_6- NCBIFAM APH(6)-I family aminoglycoside O- phosphotransferase(NF012171 0) (DBHCGMMI_00052)
coreg MerD-NCBIFAM I mercury resistance co- regulator MerD (NF033783.1) (DBHCGMMI_00057)
Mercuric transport proteln MerT (DBHCGMMI_OOO(SO)
PIcR-PapR quorum sensing (VF0660) (DBHCGMMI_00055)
‘ Tn3 family transposase (DBHCGMMI_00050)

DNA-invertase hin (DBHCGI\‘/IMLOO‘054) mRNA interferase toxin YafQ (DBHCGMMI_00048)
ercuric reductase (DBHCGMMLOOOES) ‘ Tn3 family transposase 151071 (DBHCGMMLO&M‘))
| | lss | | s3 | | 47

L} - N I ]
IMGPR _plasmid_2597489897_000001: 39,206-56,155 (-)
MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (AAHFAKDF_00067)
PRK13752.1-PRK PR?IPRK13752.1: Hg(l1)-responsive transcriptional regulator (NFO10315.0) (AAHFAKDF_00069)
ABﬁ_Spﬁ_lb-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-Ib (NFO32895.1) (AAHFAKDF_00059)

APH_6-NCBIFAM APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (AAHFAKDF_00060)

coreg_MerD-NCBI FAM mercu ry resistance co-regulator MerD (NFO‘3378341) (AAHFAKDF_00065)
tet_ MFS_G-NCBIFAM tetracycline efflux MFS transporter Tet(G) (NFO12192.0) (AAHFAKDF_00053)
Tetracycline repressor protein class A from transposon 1721 (AAHFAKDF_00052)
Mercuric transport protein MerT (AAHFAKDF_00068) Tn3 family transposase 151071 (AAHFAKDF_00056) ‘ T Tn3 family transposase TnAs2 (AAHFAKDF_00048)
PICR-PapR quorum sensing (VF0660) (AAHFAKDF_00063) Tn3 family transposase TnAs1 (AAHFAKDF_00050)
|| DNA-invertase hin (MMAHFAKDF_00062)  Tn3 family transposase TnAs1 (AAHFAKDF_00055) mRNA interferase toxin YafQ (AAHFAKDF_00047)

Mercuric reductase (AAH FAkDF,odow)—F)NA-iﬁvertas‘e hin (AAHFAKDF_00058) ‘ Tn3 family transposase 151071 (AAHFAKDF_00049)

| || |64 | 61 | Tn3family fransposase (AAHFAKDF_00057) 54 51 | \ | 46

- -_— - N I I —-—
IMGPR_plasmid_640048583_000001: 37,614-64,491 (-)
Tn3 family transposase TnAs2 (KNOOEPGP_00059)
mRNA interferase toxin YafQ (KNOOEPGP_00058)
Ts7

——EPEED-D-B0D

-_—
IMGPR_plasmid_3300038808_000003: 44,857-50,966 (-)
Tn3 family transposase TnAs2 (PBMLCLNF_00001)
mRNA interferase toxin YafQ (PBMLCLNF_00002)

3
-_—
IMGPR_plasmid_3300025706_000004: 41-6,150 (+)
mRNA interferase toxin YafQ (EKIBENCG_00004)

DrmD_00013 DrmD (EKIBENCG,OOH\Ol)
2 3 5

IMGPR_plasmid_3300050331_000001: 152-9,244 (+)
[ 10000 nt i
defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)




