Inner membrane amino-acid ABC transporter permease protein YhdY (ADGDJFFK_00145)
PUtative amino-acid ABC transporter-binding protein YhdW (ADGDJFFK_00147)
1S3 famiWansposase ISPam3 (ADGDJFFK_00151)
DrmC_00006 DrmC (ADGDJFFK_00150)
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IMGPR_plasmid_3300045816_000108: 154097-163,289 (+)
1S3 family transposase ISPam3 (BNKNPCOI_00006)
DrmC_00006 Drm?f(BNKNPCOI_OOOO7)
T| 54 3 2DrmC_00006DrmC (BNKNPCOI_00001)
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IMGPR_plasmid_3300045215_000126: 392-9,584 ()
1S3 family transposase ISPam3 (FGFAFMDD_00151)
DrmC_00006 DrmC (FGFAFMDD_00150)
DrmC_00006 DrmC (FGFAFMDD_00156)
‘ ‘ 152 154 (
] 153%55| 153 family transposase ISPmar2 (FGFAFMDD_00157)

IMGPR_plasmid_3300045688_000111: 154,202-164,275 (+)
1S3 family transposase ISPmar2 (KMOJKGFB_00007)
1S3 family transposase ISPam3 (KMDJKGFB_00013)
DrmC_00006 DrmC (KMOJKGFB_00014)
DrmC_00006 DrmC (KMOJKGFB_00008)
|] 121110 9] |65 43 2 2.345-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (KMOJKGFB_00001)

IMGPR_plasmid_3300045091_000069: 157-14,351 (-
Pneumococcal iron acquisition (VF1067) (AGGPDLDA_00172)
1S3 family transposase ISPmar2 (AGGPDLDA_00158) Vibriobactin utilization proteinVTuB (AGGPDLDA_00171)
1S3 family transposase ISPam3 (AGEPDLDA,OO:I.SZ) ABC transporter (VF0741) (AGGPﬁ.D‘A,OOléS)
Vitamin B12 transporter BtuB (AGGPDLDA_00161)  ABC transporter (VFO741) (AGGPDLDA_00170)
DrmC_00006 DrmC (AGGPDLDA_00151) Vitamin B12 transporter BtuB (AGGPDLDA_00167)
\ \Vitamin B12 transporter BtuB (AGGPDLDA_00163) \ \ \
DrmC_00006 DrmC (A GPDLDA_OO‘157) SigE (VF0295) (AGGPDLDA_00164) Ferripyoverdine receptor (AGGPDLDA_00173)
Sigma L (VFOB55) (AGGPDLDA_00159)SigE (VF0295) (AGGPDLDA_00165)
Protein FecR (AGGPDLDA_00160) | igma L (VF0855) (AGGPDLDA _00175)
153 155 Protein FecR (AGGPDLDA_00166) Protein FecR (AGGPDLDA_00174)
] 154156 163 | ABC transporter (VF0741) (AGGPDLDA 00169) 176177
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IMGPR_plasmid_3300045601_000085: 154,014-190,148 (+)

3-oxoacyl-[acyl-carrier-protein] reductase FabG (AIECAICM_00165)

HTH-type transcriptional regulator PgrR (AIECAICM_00164)

Hyaluronic acid (HA) capsule (VF0667) (AIECAICM_00158) |
Trehalose-6-phosphate phosphatase (AIECAICM_00177)
Michele_1A_hits_grouped (AIECAICM_00174)
O-antigen (VF0392) (AIECAICM_00161)

1S3 family transposase ISPbe1 (AIECAICM_00152) Protein YciF (AIECAICM_00170)

DrmC_00006 DrmC (AIECAICM_00151) l\ 167
153 LPS(VF0085) (AIECAICM_00160) Pé 172
J155 157 68| 173 | 175
54156 159 162163 1661|1171 T | "76| Trehalose-6-phosphate synthase (AIECAICM_00178)
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IMGPR_plasmid_3300048936_000107: 154,014-180,882 (+)
3-oxoacyl-[acyl-carrier-protein] reductase FabG (KGFCPEBI_00014)
HTH-type transcriptional regulator PgrR (KGFCPEBI_00015)
Hyaluronic acid (HA) capsule (VF0667) (KGFCPEBI_00021) |
‘ Trehalose-6-phosphate phosphatase (KGFCPEBI_00002)
Michele_1A_hits_grouped (KGFCPEBI_00005)
O-antigen (VF0392) (KGFCPEBI_00018)
1S3 family transposase ISPbe1 (KGFCPEBI_00027) Protein YciF (KGFCPEBI_00009)

DrmC_00006 DrmC (KGFCPEBI_00028) J 12
25 LPS(VF0085) (KGFCPEBI_00019) 100 7
28242322 | 20 [ | 1716 | | 1311 |86 | 4 3 | Trehalose-6-phosphate synthase (KGFCPEBI_00001)
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IMGPR_plasmid_3300045817_000089: 190-27,058 (-)
3-oxoacyl-[acyl-carrier-protein] reductase FabG (DNCILOIB_00166)
HTH-type transcriptional regulatoT PgrR (DNCILOIB_00165)
Hyaluronic acid (HA) capsule (VF0667) (DNCILOIB_00159) |
‘ Trehalose-6-phosphate phosphatase (DNCILOIB_00178)
Michele_1A_hits_grouped (DNCILOIB_00175)
O-antigen (VF0392) (DNCILOIB_00162)
1S3 family transposase ISPbe1 (DNCILOIB_00153) Protein YciF (DNCILOIB_00171)
DrmC_00006 DrmC (DNCILOIB_00152) \ 168
w 154 LPS(VF0085) (DNCILOIB_00161) J17 173

69| 174 | 176
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IMGPR_plasmid_3300045089_000092: 153,953-180,821 (+)

156 158
J;?gﬁ ‘ 160T‘ 1631§4‘ 1671|1172 T | 77| Trehalose-6-phosphate synthase (DNCILOIB_00179)
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Pneumococcal iron acquisition (VF1067) (PKPKKAIA_00171) 3-oxoacyl-[acyl-carrier-protein] reductase FabG (PKPKKAIA_00189)
Hyaluronic acid (HA) capsule (VF0667) (PKPKKAIA_00182)

Vibriobactin utilization protein ViuB (PKPKKAIA_00170) H?I—T—type transcriptional regulator PgrR (PKPKKAIA_00188)
1S3 family transposase ISPmar2 (PKPKKAIA_00157) 1S3 family transposase ISPbe 1 (PKPKKAIA_00177)
1S3 family transposase ISPam3 (PKI?KKAIA,OOlSZ) ABC transporter (VF0741) (PKPKKAIA_00167) Trehalose-6-phosphate phosphatase (PKPKKAIA_00201)
Vitamin B12 transporter BtuB (PKPKKAIA_00160)  ABC transporter (VFO741) (PKPKKAIA 00169) Trehalose-6-phosphate synthase (PKPKKAIA_00202)
DrmC_00006 DrmC (PKPKKAIA_00151) Vitamin B12 transporter BtuB (PKPKKAIA_00166) Michele_1A_hits_grouped (PKPKKAIA_00198)
Vitamin B12 transporter BtuB (PKPKKAIA_00161) | | 0O-antigen (VF0392) (PKPKKAIA_00185)
Sigma L (VF0855) (PKPKKAIA_00158) ‘ Ferripyoverdine receptor (PKPKKAIA_00172) Protein YciF (PKPKKAIA_00194)
DrmC_00006 DrmC (PKPRKAIA_00156) ~ SigE (EF0295) (PKPKKAIA_00163) Sigma L (VF0855) (PKPKKAIA_00174) | 191
Protein FecR [PKPKKAIA_00159) SigE (VF0295) (PKPKKAIA'00164) rotein FecR (PKPKKAIA 00173)  LPS (VF0085) (PKPKKAIA_00184) l19 196
153 155 Protein FecR [PKPKKAIA_00165) L LL | 179 181 92| 197 | 199
162 | ABC'transporter (VF0741) (PKPKKAIA 00168) 175176 | 178180 183 186187 1907|195 T | 200

[ a54]
&

\MGPR,p\asm'\d:°>3OOO451017050085:-153‘9997213,023 (+)
Virginiamycin A acetyltransferase (LEFOGEGK_00154)
Inner membrane protein YgaA (LEFOGETGK_00142)
160
158 I 163

150 157| 161
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IMGPR_plasmid_2770939620_000007: 152,623-169,097 (+)
; 20000 nt |
defence (DefenseFinder) defence (PADLOC) virulence (VFDB)




