
IMGPR_plasmid_3300045816_000108: 154,097-163,289 (+)

Inner membrane amino-acid ABC transporter permease protein YhdY (ADGDJFFK_00145)

146

Putative amino-acid ABC transporter-binding protein YhdW (ADGDJFFK_00147)

148
149

DrmC_00006 DrmC (ADGDJFFK_00150)
IS3 family transposase ISPam3 (ADGDJFFK_00151)

152
153

154
155DrmC_00006 DrmC (ADGDJFFK_00156)

IMGPR_plasmid_3300045215_000126: 392-9,584 (-)

DrmC_00006 DrmC (BNKNPCOI_00001)2345

IS3 family transposase ISPam3 (BNKNPCOI_00006)
DrmC_00006 DrmC (BNKNPCOI_00007)

IMGPR_plasmid_3300045688_000111: 154,202-164,275 (+)

DrmC_00006 DrmC (FGFAFMDD_00150)
IS3 family transposase ISPam3 (FGFAFMDD_00151)

152
153

154
155

DrmC_00006 DrmC (FGFAFMDD_00156)

IS3 family transposase ISPmar2 (FGFAFMDD_00157)

IMGPR_plasmid_3300045091_000069: 157-14,351 (-)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (KMOJKGFB_00001)23456

IS3 family transposase ISPmar2 (KMOJKGFB_00007)

DrmC_00006 DrmC (KMOJKGFB_00008)
9101112

IS3 family transposase ISPam3 (KMOJKGFB_00013)
DrmC_00006 DrmC (KMOJKGFB_00014)

IMGPR_plasmid_3300045601_000085: 154,014-190,148 (+)

DrmC_00006 DrmC (AGGPDLDA_00151)

IS3 family transposase ISPam3 (AGGPDLDA_00152)

153
154

155
156

DrmC_00006 DrmC (AGGPDLDA_00157)

IS3 family transposase ISPmar2 (AGGPDLDA_00158)

Sigma L (VF0855) (AGGPDLDA_00159)
Protein FecR (AGGPDLDA_00160)

Vitamin B12 transporter BtuB (AGGPDLDA_00161)

Vitamin B12 transporter BtuB (AGGPDLDA_00162)

163

SigE (VF0295) (AGGPDLDA_00164)
SigE (VF0295) (AGGPDLDA_00165)

Protein FecR (AGGPDLDA_00166)

Vitamin B12 transporter BtuB (AGGPDLDA_00167)

ABC transporter (VF0741) (AGGPDLDA_00168)

ABC transporter (VF0741) (AGGPDLDA_00169)

ABC transporter (VF0741) (AGGPDLDA_00170)

Vibriobactin utilization protein ViuB (AGGPDLDA_00171)
Pneumococcal iron acquisition (VF1067) (AGGPDLDA_00172)

Ferripyoverdine receptor (AGGPDLDA_00173)

Protein FecR (AGGPDLDA_00174)
Sigma L (VF0855) (AGGPDLDA_00175)

176177

IMGPR_plasmid_3300048936_000107: 154,014-180,882 (+)

DrmC_00006 DrmC (AIECAICM_00151)
IS3 family transposase ISPbe1 (AIECAICM_00152)

153

154
155

156
157

Hyaluronic acid (HA) capsule (VF0667) (AIECAICM_00158)

159

LPS (VF0085) (AIECAICM_00160)

O-antigen (VF0392) (AIECAICM_00161)

162163

HTH-type transcriptional regulator PgrR (AIECAICM_00164)
3-oxoacyl-[acyl-carrier-protein] reductase FabG (AIECAICM_00165)

166

167

168
169

Protein YciF (AIECAICM_00170)

171

172
173

Michele_1A_hits_grouped (AIECAICM_00174)

175
176

Trehalose-6-phosphate phosphatase (AIECAICM_00177)

Trehalose-6-phosphate synthase (AIECAICM_00178)

IMGPR_plasmid_3300045817_000089: 190-27,058 (-)

Trehalose-6-phosphate synthase (KGFCPEBI_00001)

Trehalose-6-phosphate phosphatase (KGFCPEBI_00002)

34

Michele_1A_hits_grouped (KGFCPEBI_00005)

6
7

8

Protein YciF (KGFCPEBI_00009)

10
11

12

13

3-oxoacyl-[acyl-carrier-protein] reductase FabG (KGFCPEBI_00014)
HTH-type transcriptional regulator PgrR (KGFCPEBI_00015)

1617

O-antigen (VF0392) (KGFCPEBI_00018)

LPS (VF0085) (KGFCPEBI_00019)
20

Hyaluronic acid (HA) capsule (VF0667) (KGFCPEBI_00021)

222324
25

26

IS3 family transposase ISPbe1 (KGFCPEBI_00027)
DrmC_00006 DrmC (KGFCPEBI_00028)

IMGPR_plasmid_3300045089_000092: 153,953-180,821 (+)

DrmC_00006 DrmC (DNCILOIB_00152)
IS3 family transposase ISPbe1 (DNCILOIB_00153)

154

155
156

157
158

Hyaluronic acid (HA) capsule (VF0667) (DNCILOIB_00159)

160

LPS (VF0085) (DNCILOIB_00161)

O-antigen (VF0392) (DNCILOIB_00162)

163164

HTH-type transcriptional regulator PgrR (DNCILOIB_00165)
3-oxoacyl-[acyl-carrier-protein] reductase FabG (DNCILOIB_00166)

167

168

169
170

Protein YciF (DNCILOIB_00171)

172

173
174

Michele_1A_hits_grouped (DNCILOIB_00175)

176
177

Trehalose-6-phosphate phosphatase (DNCILOIB_00178)

Trehalose-6-phosphate synthase (DNCILOIB_00179)

IMGPR_plasmid_3300045101_000085: 153,999-213,023 (+)

DrmC_00006 DrmC (PKPKKAIA_00151)

IS3 family transposase ISPam3 (PKPKKAIA_00152)

153
154

155

DrmC_00006 DrmC (PKPKKAIA_00156)

IS3 family transposase ISPmar2 (PKPKKAIA_00157)

Sigma L (VF0855) (PKPKKAIA_00158)

Protein FecR (PKPKKAIA_00159)

Vitamin B12 transporter BtuB (PKPKKAIA_00160)

Vitamin B12 transporter BtuB (PKPKKAIA_00161)

162

SigE (VF0295) (PKPKKAIA_00163)
SigE (VF0295) (PKPKKAIA_00164)

Protein FecR (PKPKKAIA_00165)

Vitamin B12 transporter BtuB (PKPKKAIA_00166)

ABC transporter (VF0741) (PKPKKAIA_00167)

ABC transporter (VF0741) (PKPKKAIA_00168)

ABC transporter (VF0741) (PKPKKAIA_00169)

Vibriobactin utilization protein ViuB (PKPKKAIA_00170)

Pneumococcal iron acquisition (VF1067) (PKPKKAIA_00171)

Ferripyoverdine receptor (PKPKKAIA_00172)

Protein FecR (PKPKKAIA_00173)
Sigma L (VF0855) (PKPKKAIA_00174)

175176

IS3 family transposase ISPbe1 (PKPKKAIA_00177)

178
179

180
181

Hyaluronic acid (HA) capsule (VF0667) (PKPKKAIA_00182)

183

LPS (VF0085) (PKPKKAIA_00184)

O-antigen (VF0392) (PKPKKAIA_00185)

186187

HTH-type transcriptional regulator PgrR (PKPKKAIA_00188)

3-oxoacyl-[acyl-carrier-protein] reductase FabG (PKPKKAIA_00189)

190

191

192
193

Protein YciF (PKPKKAIA_00194)

195

196
197

Michele_1A_hits_grouped (PKPKKAIA_00198)

199
200

Trehalose-6-phosphate phosphatase (PKPKKAIA_00201)
Trehalose-6-phosphate synthase (PKPKKAIA_00202)

IMGPR_plasmid_2770939620_000007: 152,623-169,097 (+)

Inner membrane protein YqaA (LEFOGEGK_00142)

147 148
149

150

151
152

153

Virginiamycin A acetyltransferase (LEFOGEGK_00154)

155
156

157
158

159

160

161

162

163

164
165

20000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB)


