APH_3p_llla-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-111a (NFO33064.0) (AKJNGGMM_00050)
COG2378 CAS-1,CAS-II,CAS-111,CAS-IV,CAS-V,CAS-VI; (AKINGGMM_00001)
Chromosome-partitioning ATPase Soj (AKJINGGMM_00002)
1S6 family transposase IS1216E (AKINGGMM_00005)
Antitoxin epsilon (AKJNGG| M M_00004) DS-15_DS-15A (AKJINGGMM_00009)
| 3T | 6 7 8 10 11 12

O Al =T O -

EEE——
IMGPR_plasmid_3300053491_050201:37,871-38,859 (+); 1-7,831 (+)

1
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IMGPR_plasmid_3300053491_050906: 34,482-38,851 (+); 1-4,458 (+)

sat4-NCBIFAM streptothricin N-acetyltransferase Sat4 (NFO00360.1) (LHEKMHCK_00047)
ANT_6-NCBIFAM aminoglycoside 6-nucleotidyltransferase (NFO33084.2) (LHEKMHCK_00046)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial 3 4

R, N I ey N - P—-T a )

e — —
IMGPR_plasmid_3300053491_052363: 34,669-38,845 (+); 1-6,192 (+)

Antitoxin epsilon (BMGACONK_00015)
14 13 12 11
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IMGPR_plasmid_3300053491_050909: 3,556-13,945 (-)

1S6 family transposase 151216V (DJKGGDFL_00046)
1S6 family transposase 1S1216E (DJKGGDFL_00045)
Antitoxin epsilon (DJ KGGDFL_OOO47)
| | 44 43

e - {OE T — - D - )

I — E— — EE——
IMGPR_plasmid_3300053491_053500: 1-3,305 (-); 31,791-38,863 (-)
5 10 11 12

0 X O>—F ] oA HOD—D{ s )

— — —
IMGPR_plasmid_3300053491_050554:2,009-12,367 (+)
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IMGPR_plasmid_3300053491_058343:4,836-15,536 (-)
Antitoxin epsilon (FCAAOAEJ_00012) 13 14 15 16
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IMGPR_plasmid_3300053491_048820: 4,338-14,883 (+)

1S6 family transposase 151216V (FFPMECNF_00007)
Antitoxin epsilon (FFPMECNF_OOOOS)
T | e 5 4

b L 1 ] -DO-E@ECTTH 0K H e O S

EE——
IMGPR_plasmid_3300053491_052926:1-9,263 (-); 37,508-38,772 (-)

ANT_6-NCBIFAM aminoglycoside 6-nucleotidyltransferase (NFO33084.2) (NJMOPADI_00006)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (NJMOPADI_00007)

Aminoglycoside 6-adenylyltransferase (NJMOPADI_00005) ‘

44 48 49 50 Antitoxin epsilon (NJMOPADI_00051) 8

i< NI —C | K KR

— — E—— E—
IMGPR_plasmid_3300053491_053501:32,987-38,878 (+); 1-6,168 (+)
21 17 16

K H HCKC T HKO—&CH K e N e SR
IMGPR _plasmid_3300053491 046509:7,917-17,088 (-)
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defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)




