SOS response-associated protein YedK (NEKBBFJL_00003)
MTase_lI_00014 Type (NEKBBFJL_00004)
Protein UmuC (NEKBBFJL_00001)
EgtFin UnTuD (NEK‘\BBFJ L_00002)
56 7

I
IMGPR_plasmid_2811995130_000001: 61-4,085 (+)

Protein UmuC (HOCKBLOC_00002)
6A_MBL_ cap2_3 (HOCKBLOC_00001)

DD

I I
IMGPR_plasmid_3300029133_000006: 314-5,627 (+)
1S1 family transposase IS1R (KBFACKCJ_00004)
15110 family transposase 51618 (KBFACKCJ_00001)
6A_MBL_MbIB (KBFACKCJ_00008)
23 5 6 7 9 Protein UmuC (KBFACKCJ_00010)
CHO—PCHDOAEEHETST XD
I —
IMGPR_plasmid_3300011834_000003: 140-13,147 (+)
6A_MBL_MbIB (KPADOOGG_00053)
56 55 54 52 Protein UmuC (KPADOOGG_00051)
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IMGPR_plasmid_2519899624_000004: 33,479-43,043 (-)
Tn3 family transposase ISYps3 (HFONAPGO_00003)
Nucleoid occlusion protein (HFONAPGO_00007)
1 2 4 5 6 8 9 Protein UmuC (HFONAPGO_00010)
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IMGPR plasmid 2791355271 000005:257-12,708 (+)
Tn3 family transposase 1SYps3 (ENJHAACP_00057)
Nucleoid occlusion protein (ENJHAACP_00053)
59 58 56 55 54 52 51 Protein UmuC (ENJHAACP_00050)
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IMGPR_plasmid_3300011920_000009: 29,965-42,416 (-)
Tn3 family transposase ISYps3 (KDDPANEP_00067)
1S5 family transposase ISKpn26 (KDDPANEP_00070)
‘ Nucleoid occlusion protein (KDDPANEP_00063)
69 68 66 65 64 62 61 Protein UmuC (KDDPANEP_00060)
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Tn3 family transposase ISYps3 (LOGMPCMH_00063)

IMGPR_plasmid_3300011877_000002: 46,549-60,128 (-)

Fertility inhibition protein (LOGMPCMH_00073) 1S5 family transposase ISKpn26 (LOGMPCMH,06066)
DrmC_00025 DrmC (LOGMPCMH_00071) 1S6 family transposase 1S26 (LOGMPCMH_00067) Nucleoid occlusion protein (LOGMPCMH_00059)
74 \ 72 70 69 Tn3 family transposase (LOGMPCMH_00068) | 65 64 62 61 60 58 57 Protein UmuC (LOGMPCMH_00056)
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\MGPR,p\asm'\d728763?0687000001:40,145—62.865 (-)
Putative transposon Tn552 DNA-invertase bin3 (LHDHODAP_00074)
Virulence regulon transcriptional activator VirB (LHDHODAP_00072)
1S5 family transposase 15903 (LHDHODAP_OOO?S)
‘ I1SL3 family transposase ISKox3 (LHDHODAP_00069)
Plasmid partition protein A (LHDHODAP 00073)
76 | | Protein UmuC (LHDHODAP_00071)
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IMGPR _plasmid_268181325%_000015: 55,285-67,478 (-)
Putative transposon Tn552 DNA-invertase bin3 (MPNPBJDC_00003)
Virulence regulon transcriptional activator VirB (MPNPBJDC_00005)
1S5 family transposase 15903 (MPNPBJDC_00002)
Plasmid parfition protein A (MPNP‘BJDC_OOOO4)
1 | | | Protein UmuC (MPNPBJDC_00006)
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IMGPR_plasmid_2698536551_000005: 316-12,509 (+)

Putative transposon Tn552 DNA-invertase bin3 (LODCMDEL_00065)
1S1 family transposase 1S1X2 (LODCMDEL_00071)
1S1 family transpos;s; IS1A (LODCMDEL_00070) Virulence regulon transcriptional activator VirB (LODCMDEL_00063)
15630 family transposase ISEc33 (LODCMDEL_00068)
‘ S5 family transposase 1S903 (LOI ‘ CMDEL_00066)
K1 capsule (VF0239) (LODCMDEL_00073) Plasmid partition protein A (LODCMDEL_00064)
72 || 69 ‘ 67 \ \ \ Protein UmuC (LODCMDEL_00062)
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IMGPR _plasmid_2703718688_000002: 46,237-65,524 (-)
Putative transposon Tn552 DNA-invertase bin3 (NMPPIIPJ_00004)
Virulence regulon transcriptional activator VirB (NMPPIIPJ_00006)
ISNCY family transpoéase ISRor2 (NMPPIIPJ_00002)
Plasmid partition protein A (NMPPIIPJ_00005)
1 | 3 | | Protein UmuC (NMPPIIPJ_00007)
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IMGPR_plasmid_2663763142_000004: 304-10,631 (+)
Putative transposon Tn552 DNA-invertase bin3 (GEEPAEAO_00005)
Virulence regulon transcriptional activator VirB (GEEPAEAO_00007)
ISNCY family transposasé ISRor2 (GEEPAEAO_00003)
Plasmid parfition protein A (GEEPAEAO_00006)
1 2 | 4 | | Protein UmuC (GEEPAEAO_00008)
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IMGPR _plasmid_2711768187_000004: 74-10,793 (+)
Putative transposon Tn552 DNA-invertase bin3 (NOEMMGLN_00070)
Virulence regulon transcriptional activator VirB (NOEMMGLN_00068)
ISNCY family transposa§e ISRor2 (NOEMMGLN_OOO72)
Plasmid partition protein A(NOEMMGLN_00069)
74 73 | 71 | | Protein UmuC (NOEMMGLN_00067)
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IMGPR_plasmid_2814123056_000002: 51,250-61,897 (-)
Putative transposon Tn552 DNA-invertase bin3 (CCFHDAFG_00005)
Virulence regulon transcriptional activator VirB (CCFHDAFG_00007)
ISNCY family transposase ISRor2 (CCFHDAFG_00003)
Plasmid partltlon protelnA(CCFHbAFG _00006)
1 2 | | | Protein UmuC (CCFHDAFG_00008)
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IMGPR _plasmid_2703718679_000004: 296-12,267 (+)
1S1 family transposase 1S1D (EBOGMBPK_00007)

IS5 family transposase 1S5 (EBOGMBPK_OOOOF Putative transposon Tn552 DNA-invertase bin3 (EBOGMBPK_00011)
Inner membrane permease YgbN (EBOGMBPK‘_OOOOZ) Virulence regulon transcriptional activator VirB (EBOGMBPK_00013)
TJyrosine recombinase XerC (EBOGMBPK_OOOOS) 1S6 family transposase 1S26 (EBOGMBPK _ 00009)
Antitoxin CcdA (EBOGMBPK,OO‘OOé) 1S5 family transposase 1S903 EBOGMBPK,OOO:I.O)
Toxin CcdB (EBOGMBPK_00005) Plasmid partition protein A (EBOGMBPK_00012)
41| 8 | | Protein UmuC (EBOGMBPK_00014)

KT o (K DD

IMGPR _plasmid 2690316068 _000002: 66-19,653 (+)
1S3 family transposase ISEhe3 (LJFJNMCL_00005)
15110 family transposase ISWpi13 (LJFJINMCL_00004) Protein UmuC (LJFJNMCL_00009)

1S66 family transposase ISEc78 (LJFJNMCL_00003)  Protein UmuC (LJFJNMCL_00008) REase_lI_00069 Type (LJFJNMCL_00012)
Protein SopB (LJ FJNMCL_00067) ‘ MTase_II_00147 Type (LJFJNMCL_00011) Tyrosine recombinase XerC (LJFJNMCL_00015)
12 6 PDC-506_WP_156124124.1 (LJFJINMCL_00010) \ 13 14 Protein UmuC (LJFJNMCL_00016)

IMGPR _plasmid_2874313706_000002: 179-21,373 (+)
; 9000 nt |
defence (DefenseFinder) defence (PADLOC) virulence (VFDB)




