Coupling protein TraD (EKELHIAM_00042)

Multifunctional conjugation protein Tral (EKELHIAM_00043)

Fertility inhibition protein (EKELHIAM_00046)

Antitoxin Peml (EKELHIAM_00052)
MazEF_MazF (EKELHIAM_00053)
Menshen__NsnA (EKELHIAM_00054)

Endonuclease YhcR (EKELHIAM_00048)

41 \

44 45 47 49 50 51 ‘ 11 family transposase IS1D (EKELHIAM_00055)

vy )

IMGPR_plasmid_260945983%_000002: 29,902-47,740 (+)

Mok_Hok_Sok__Hok (EJGPCLNF_00006)
Antitoxin Peml (EJGPCLNF_00002)
9 8 7 5 4 3 TMazEF_MazF (EJGPCLNF_00001)

= )

DD H)H{ED—PD

IMGPR_plasmid_2744054964_000001:263-16,096 (-)

DNA-invertase hin (JKBEDGLA_00049)

Aerotaxis receptor (JKBEDGLA_00048)
38 39 4041 42 43 4445 46 Tn3 family transposase TnAs1 (JKBEDGLA_00050)

EDH-TOHDH{D——PD5

IMGPR_plasmid_2541047882_000001: 26,180-47,526 (+)

Lipoprotein YIpA (LDDCKLHK_00035)

Endonuclease YhcR (LDDCKLHK_00041)
| 4243 44 45 46 47

ED—DE-DH-H1D

IMGPR_plasmid_2579778622_000002: 26,346-41,602 (+)

Endonuclease YhcR (MAGNHIFH_00037)
3738

OO

IMGPR_plasmid_2778261667_000001: 22,366-34,190 (+)

Endonuclease YhcR (MLADHEPI_00005)
6 432 1

EDD-D-ONDD

IMGPR_plasmid_2693429554_000003: 470-13,508 (-)

2 _Endonuclease YhcR (JLDCHEFD_00001)

EOD—T0

IMGPR_plasmid_2778261103_.000001:413-13,791 (-)

Hemolysin expression-modulating protein Hha (LLCNMGHN_00046)

Endonuclease YhcR (LLCNMGHN_00045) T 47

DD

IMGPR_plasmid_3300028951_000001: 28,850-41,280 (+)

Quorum-quenching protein AidA (ADGGOKFJ_00042)
Endonuclease YhcR (ADGGOKFJ_00045)
a4 | 46 47 a8

IMGPR _plasmid_2541047435_.000001:27,138-43,430 (+)

Hemolysin expression-modulating protein Hha (HLNOFMKB_00040)
Endonuclease YhcR (HLNOFMKB_00039)
38 [ | 41 42 43

7

B OH-OHEHD

IMGPR_plasmid_2740892016_000001: 24,303-38,642 (+)

Hemolysin expression-modulating protein Hha (GNAGJKJP_00004)
Endonuclease YhcR (GNAGJKJP_00005)
6 || 3 2 1

P

IMGPR _plasmid_2681813230_000001: 325-14,664 (-)

Hemolysin expression-modulating protein Hha (KNFJJKGD_00004)
Endonuclease YhcR (KNFJJKGD_00005) | 3 2 1

Y

D - ONHDD1D

IMGPR _plasmid_274089210%9_000004: 943-15,385 (-)

Endonuclease YhcR (HAFHEMHK_00037)
37 38 39 40

v

T OO BHFD—)

IMGPR_plasmid_2734482788_000002: 23,764-39,266 (+)

Hemolysin expression-modulating protein Hha (FODCGMHP_00044)
1S66 family transposase ISCrol (FODCEMHP_OOO42)
Endonuclease YhcR (FODCGMHP_OOO43)
40 41 | 1| 45 46 47

VI I e W ) R s s B

IMGPR _plasmid_2579779052_000001:25,311-42,451 (+)

Endonuclease YhcR (ODPIDMJD_00043) 45 46 47

Hemolysin expression-modulating protein Hha (ODPIDMJD_00044)
Transposon Tn3 resolvase (ODPIDMJD_00049)
Beta-lactamase TEM (ODPIDMJD_00048)
Tn3 family transposase Tn2 (ODPIDMJD_00050)

IMGPR _plasmid_2541047797_000001: 27,327-45,748 (+)

Hemolysin expression-modulating protein Hha (GPLDNMIE_00007)
Transposon Tn3 resolvase (GPLDNMIE_00002)
Beta-lactamase TEM (GPLDNMIE_00003)

Endonuclease YhcR (GPLDNMIE_00008) 6 5 4 \ 1

IMGPR_plasmid_2877968690_000002: 534-18,062 (-)

Hemolysin expression-modulating protein Hha (EHIBFJAE_00041)
1S6 family transposase IS15DI1 (EHIBFJAE_00046)
Beta-lactamase TEM (EHIBﬁAE_OOO45)

Endonuclease YhcR (EHIBFJAE_00040) | 42 43 44 \ 1S6 family transposase 1S26 (EHIBFJAE_00047)

P

IMGPR_plasmid_2571042690_000001: 24,965-42,625 (+)

Hemolysin expression-modulating protein Hha (KIMEBFMO_00002)

Endonuclease YhcR (KIMEBFMO_00003) | 1

Y

DT H-D—OND

IMGPR_plasmid_2740892005_000002: 397-13,190 (-)

Hemolysin expression-modulating protein Hha (MODLOCOO_00041)

Endonuclease YhcR (MODLOCOO_00040) | 42

Y

DT H-D—OND

IMGPR_plasmid_2698536677_000001: 24,798-37,591 (+)

Hemolysin expression-modulating protein Hha (GKEBOEBI_00041)
Endonuclease YhcR (GKEBOEBI_00040) | 42 43

Y

DL AD—OD

IMGPR _plasmid_2541047824_000001: 24,809-38,033 (+)

Endonuclease YhcR (AFFPALAM_00039)
37 T 39

P

B HEH DD

IMGPR_plasmid_3300029249_000001:23,913-36,578 (+)

Antitoxin Peml (OIPNHLIP_00048)
Endonuclease YhcR (OIPNHLIP_00043) MazEFiMazﬂOIPNHLIP,OOO49)
43 44 45 46 | | Menshen_NsnA (OIPNHLIP_00050)

Y

)

D DO — D1

IMGPR_plasmid_2657245500_000001: 28,964-47,231 (+)

Endonuclease YhcR (MPOJAEGO_00040)

Hemolysin expression-modulating protein Hha (MPOJAEGO_00041)
Antitoxin Peml (MPOJAEGO_00046)
MazEF_MazF (MPOJAEGO_00047)
42 43 44 45 || Menshen_NsnA(MPOJAEGO_00048)

J

)

IMGPR_plasmid_2698536355_000002: 24,810-43,132 (+)

Endonuclease YhcR (MIMONNNI_00040)

Hemolysin expression-modulating protein Hha (MIMONNNI_00041)
Antitoxin Peml (MIMONNNI_00046)
MazEF_MaZF(T/IIMONNNI_OOO47)
Menshen_NsnA (MIMONNNI_00048)
42 43 44 45 ‘ Beta-lactamase TEM (MIMONNNI_00049)

Y

)

IMGPR_plasmid_2651869755_000002: 24,968-44,361 (+)

Hemolysin expression-modulating protein Hha (CBNMLANA_00044)
Transposon Tn3 resolvase (CBNMLANA,OOO4T1) Antitoxin Pem| (CBNMLANA_00049)
‘Endonuclease YhcR (CBNMLANA 00043) MazEF_MazF (CBNMLANA_00050)
Beta-lactamase TEM (CBNMLANA_00042) Menshen_ NsnA (CBNMLANA_00051)
Tn3 family transposase Tn2 (CBNMLANA_00040) | | 45 46 47 48 |

0

)

IMGPR_plasmid_2778260997_000001: 24,791-48,041 (+)

Quorum-quenching protein AidA (GLIEADNP_00038) 39

Hemolysin expression-modulating protein Hha (GLIEADNP_00042)
Endonuclease YhcR (GEEADN P_00041) Transposon Tn3 resolvase (GLIEADNP_00047)
Beta-lactamase TEM (GLIEADNP_00046)
43 44 45 48 156 family transposase 1526 (GLIEADNP_00049)

IMGPR_plasmid_2617270977_000001: 25,159-43,284 (+)

Endonuclease YhcR (MKNJOJHG_00041)

Hemolysin expression-modulating protein Hha (MKNJOJHG_00042)
Transposon Tn3 resolvase (MKNJOJHG_00047)
Beta-lactamase TEM (MKNJOJHG_00046)
43 44 45 | 48

0

IMGPR_plasmid_2606217101_000001: 25,089-42,473 (+)

Endonuclease YhcR (HLAIBDND_00007)
6 5 4 3 2 1S6 family transposase 1S26 (HLAIBDND_00001)

P

ED—--D10—D-@

IMGPR_plasmid_2526164670_000001: 64-15,550 (-)

Endonuclease YhcR (BPHCPOJN_00045)
46 47 48 49

P

EDD—D- DX

IMGPR_plasmid_2778261214_000001: 30,367-43,962 (+)

Endonuclease YhcR (IAIMMOAL_00007)
Antitoxin RelB (IAIMMOAL_00002)
8 6 5 4 3 TmRNA interferase toxin RelE (IAIMMOAL_00001)

Y

s b W gy W S V

IMGPR_plasmid_2778261559_000001: 528-15,415 (-)

Endonuclease YhcR (KHPFFOGP_00009) 7 6 ) 4T

Hemolysin expression-modulating protein Hha (KHPFFOGP_00008)

1S21 family transposase 1S100 (KHPFFOGP_00002)
mRNA interferase toxin RelE (KHPFFOGP_00003)
1

P

IMGPR_plasmid_2645727948_000001: 24-15,967 (-)

Endonuclease YhcR (JDEAACEN_00038)

Hemolysin expression-modulating protein Hha (JDEAACEN_00039)

mRNA interferase toxin RelE (JDEAACEN_00044)
39 40 41 4;T 1521 family transposase 1S100 (JDEAACEN_00045)

0

EBED—ENMEH{D—Dd

IMGPR _plasmid_2645727635_000002: 22,982-38,395 (+)

Endonuclease YhcR (IEKGMJOE_00042)

Hemolysin expression-modulating protein Hha (IEKGMJOE_00043)

mRNA interferase toxin RelE (IEKGMJOE_00048)
43 44 45 46 | 1521 family transposase 15100 (IEKGMJOE_00049)

P

IMGPR_plasmid_2645727608_000001: 26,728-42,016 (+)

Hemolysin expression-modulating protein Hha (FDNBCCPD_00042)

Endonuclease YhcR (FDNBCCPD_00041) T 42 43

Y

EDD—OND-D

IMGPR_plasmid_2582581022_000001: 25,838-38,099 (+)

Hemolysin expression-modulating protein Hha (GMINIHIG_00039)

Endonuclease YhcR (GMINIHIG_00038) T 39 40 41

Y

EDD—ONMDD1D

IMGPR_plasmid_2579778631_000001: 23,020-36,461 (+)

Endonuclease YhcR (ONNDFJAG_00006)
T 5 4 3 21

7

BE—/TE-5H{0—D

MGPR _plasmid_2778261536_000001: 442-15,442 (-)

Endonuclease YhcR (AFDPFFGH_00008)
9 [ 7 6 5 43 2 1

P

DD 0-D-T0—DEd

IMGPR_plasmid_2675903417_000001:80-16,321 (-)

Hemolysin expression-modulating protein Hha (HMJFJEKI_00007)
Endonuclease YhcR (HMJFJEKI_00008) | 6 5 4

321

Y

EDD—ONDHTD—DDd

IMGPR_plasmid_2778261251_000002: 910-16,024 (-)

Hemolysin expression-modulating protein Hha (BHGGEBOC_00009)
3'-5' exonuclease DinG (BHGGEBOC_00003)
Toxin RelE2 (BHGGEBOC_00004)
Endonuclease YhcR (BHGGEBOC_00010) Colicin'la (VF1183) (BHGGEBOC_00002)
11 ]88 7 6 5] | 1

P

)

IMGPR_plasmid_2740892028_000001: 329-19,448 (-)

MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (OOJOLKPP_00007)
PRK13747.1-PRK PRKIPRK137474]Tbroad-spectrum mercury transporter MerE (NFO10310.2) (OOJOLKPP_00003)
PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcripfional regulator (NFOlO?:lS.O) (OOJOLKPP_00009)
coreg,MerD-NCBlm mei’cury resistance co-regu(ator MerD (NF033783.1) (OOJOLKPP_00004)
transport_merC-NCBIFAM organomercurial transporter MerC (NFO33784.1) (OOJOLKPP_00006)
MerA-TIGRFAMSs TIGRFAMSs: mercury(ll) reductase (TIGR02053.1) (OOJOLKPP_00005)

Hemolysin expression-modulating protein Hha (OOJOLKPF5_0001‘3) ‘ ‘
Mercuric transport pro‘tein MerT (OOJOLKPP_00008)

Endonuclease YhcR (OOJOLKPP_00014) ‘ ‘ putativT, signaliné p‘rotein (OOJOLKPP_00002)

15 [ ] 12 11 10 | 1

v

)

IMGPR_plasmid_3300039327_000003: 82-20,774 (-)

MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (GJDFEEHH_00046)
PRK13752.1-PRK PRK|PRK13752.1: Hg(Il)-responsive transcripTionaI regulator (NFO10315.0) (GJDFEEHH_00044)
transport_merC-NCBIFAM organomeﬁrial ti’ansporter MerC (NF033784.1) (GJDFEEHH_00047)
Hemolysin expression-modulating protein Hha (GJDFEEHH_OOO4b)
Mercuric transport pro‘tein MerT (GJDFEEHH_00045)
Endonuclease YhcR (GJDFEEHH_00039) J ‘
38 | | 41 42 43 erA-TIGRFAMSs TIGRFAMSs: mercury(ll) reductase (TIGR02053.1) (GJIDFEEHH_00048)

Y

)

O I, W v N Wy e B O O I

IMGPR_plasmid_2579778773_.000002: 24,389-42,421 (+)

P

IMGPR _plasmid_2740892117_000001:316-10,518 (-)

P

IMGPR_plasmid_2724679074_000001: 23,172-33,356 (+)

42 Endonuclease YhcR (PAFPCNKA_00043)

Y

DD

IMGPR_plasmid_2617270976_000001: 27,334-38,254 (+)

Hemolysin expression-modulatin§protein Hha (BNANJJFJ_00040)
Endonuclease YhcR (BNANJJFJ_00039)
38 | | 41 Tn3family transposase (BNANJJFJ_00042)

J

IMGPR_plasmid_2571042723_000001: 24,362-39,054 (+)

Hemolysin expression-modulating protein Hha (GHOGIPAF_00003)
Endonuclease YhcR (GﬁOGIPAF_OOOO4)

P

IMGPR_plasmid_3300014514_000001:26-14,745 (-)
35 37

5 | | 2 Tn3familytransposase (GHOGIPAF_00001)
41 42

IMGPR _plasmid_2585427747_000002: 25,374-37,892 (+)

P

IMGPR _plasmid_2585427772_000003: 25,144-37,924 (+)

Y

IMGPR_plasmid_2585427752_000003: 572-12,639 (-)

Endonuclease YhcR (EHIMFGIE_00051)
47 48 49 50 | 52 53

0

EDDH-O—D-D1DD

IMGPR_plasmid_2585427748_.000001:31,174-45,316 (+)

Endonuclease YhcR (LBIFNJCG_00003)
7 65 4 | 2 1

0

B OO

IMGPR _plasmid_2579778989_000002: 292-14,407 (-)

Endonuclease YhcR (LNMECNNO_00043)
39 40 41 42 44 45 46

P

DD

IMGPR_plasmid_2657245124_000002: 24,889-40,172 (+)

macrolide_MphA-NCBIFAM Mph(A) family macrolide 2'-phosphotransferase (NFO00254.1) (CIBHLPHB_00050)
Multidrug efflux pump Tap (CIBHLPHB_00051)
Endonuclease YhcR (CIBHLPHB_00043) 48

Y

)

IMGPR_plasmid_2609459863_000003: 25,008-45,032 (+)

39 40 41 42 | 44 45 46 477 49 52
I

Endonuclease YhcR (GCICOACH_00043) 48

39 40 41 42 | 44 45 46 471 49 50

Y

EDDH-O)—D- D10 H{10—OET

IMGPR_plasmid_2617270959_000003: 25,114-43,199 (+)

5 4 3 21521 family transposase ISEc62 (LKJKCLBB_00001)

IMGPR_plasmid_2534681762_000001: 146-13,048 (-)

IMGPR_plasmid_2548876946_000001: 123-14,452 (-)

IMGPR_plasmid_2778261313_.000001: 346-14,013 (-)

4 3 2 1521 family transposase ISEc12 (HHABNLMP_00001)
3 2 1
42

D >

IMGPR_plasmid_2529292829_000001:27,321-39,239 (+)

39 40 41 42 43 44 45 Orf5_00008 Orf5 (AJKNOIOI_00046)

A !

IMGPR_plasmid_2531839486_000001: 25,229-43,560 (+)

IMGPR_plasmid_2648501318_000001: 1,105-16,411 (-)

13 Protein TraS (LMHJEELI_00012)

Endonuclease YhcR (LMHJEELI_00006)
8 T 5 4 3 21

OO ED——/DD

IMGPR_plasmid_2778261395_000001: 574-18,831 (-)

tRNA(fMet)-specific endonuclease VapC (IGJPNFDO_00038)

[ Antitoxin VapB (IGJPNFDO_00039) 41

DD

IMGPR_plasmid_2802429216_000001: 26,160-38,624 (+)

43

UEE—D

IMGPR_plasmid_3300029508_000001: 25,919-38,246 (+)

1

UEDIED

IMGPR_plasmid_2651869691 000001:22-11,483 (-)

42 43 44 1S66 family transposase 1ISCro1 (KANAEHGB_00045)

OEEH-Cd—C

IMGPR _plasmid_2585427735_000001: 26,533-40,814 (+)

1

ED DD

IMGPR _plasmid_2778261642_000001: 193-12,591 (-)

40 41

P

D B0

IMGPR_plasmid_2585427760_000001: 25,020-37,529 (+)

1S66 family transposase 1ISCro1 (KINHJNEK_00002)
5 4 3 1

P

s Ve IS VS

IMGPR_plasmid_2654587674_000001: 106-13,645 (-)

4 3 2 1566 family transposase ISCro1 (JJENHPNB_00001)

P

IMGPR _plasmid_2740892040_000002: 139-13,209 (-)

P

IMGPR_plasmid_2623620500_000001: 1,052-12,522 (-)

1S66 family transposase 1ISCro1 (BBOPNCOM_00002)
5 4 3 1

Y

s VBV I, D

IMGPR_plasmid_2623620496_000001:53-13,457 (-)

‘ =
o

4321

D HO—HOBA

IMGPR_plasmid_2579778797_.000001: 1,185-14,018 (-)

38 394041

-

DT HE—H0PA

IMGPR_plasmid_2579778634_000001: 22,407-35,240 (+)

4 3 2 1S66family transposase ISEc23 (AFJEIDGJ_00001)

Y

O I, Wy

IMGPR_plasmid_2744054632_000001:29-14,073 (-)

1

g

D DD

IMGPR_plasmid_2744054630_000001: 103-11,715 (-)

Mok_Hok_Sok__Hok (ENIACFGD_00048)
45 46 47 T 49 50 51 Toxin RelE2 (ENIACFGD_00052)

y

)

B —O-D)D-ED—0

IMGPR_plasmid_2778261503_000002: 28,903-44,699 (+)

Toxin RelE2 (KIBDALNA_00043)
38 39 40 41| 43

B ——D- 10D

IMGPR _plasmid_2711768052_000001: 24,271-40,362 (+)

47 48 49 50 51 52

J

IMGPR _plasmid_2579778916_000001: 28,458-48,299 (+)

0

IMGPR_plasmid_2778261301_000001: 1,162-18,653 (-)

0

IMGPR_plasmid_2778261351_000001: 61-15,489 (-)

3 2 IS3family transposase 1S2 (FDHMPBOP_00001)

0

MGPR _plasmid_2778261507_000001: 183-17,746 (-)

.

IMGPR _plasmid_2534682060_000001: 658-15,633 (-)

38 39 40 41 42 43 Toxin RelE2 (FIJIPBMA_00045)

P

DD DD

IMGPR_plasmid_2734482790_000003: 23,498-38,740 (+)

6 5 4 3 2 Toxin RelE2 (LINEAAJH_00001)

P

IMGPR_plasmid_2734482789_000001:868-16,111 (-)

P

X KH

IMGPR_plasmid_2734482783_.000001: 8-18,707 (-)

6 5 4 3 2 Gao_Ppl_PplA (KAPPIEED_00001)
I
36 37 38 39 40 Gao_Ppl__PplA (POECGJJL_00042)

v

XKH

IMGPR_plasmid_2778261528_000001: 22,489-41,521 (+)

Right origin-binding protein (PMAMFCAP_00003)
putative autotransporter (PMAMFCAP_00001)

g

XL

IMGPR_plasmid_2778261384_000001: 150-25,154 (-)

0

IMGPR_plasmid_2737471866_000001: 382-16,530 (-)

8 7 6 5 4 tRNA-Lys(ttt) | 2
o] —¢@
L]
7 6 5 4 3 2 1
6 5 4 3 2 1

0

IMGPR_plasmid_2660238128_000001: 782-15,234 (-)

Gao_Ppl__PplA (OHIMHAMF_00002)
) 8 7 ) 5 4 3 1

0

XL

IMGPR_plasmid_2675903580_000001: 267-20,548 (-)

Transposon gamma-delta resolvase (JJIBINOA_00049)
Gao_Ppl__PplA (JJIBINOA_00046)
39 40 41 42 43 44 45 47 48

P

XL

IMGPR_plasmid_2737471818_000004: 23,524-47,326 (+)

DEH—) 0 Di—ID— - d

Gao_Ppl_PplA (EFJPJMKD_00046)
39 40 41 42 43 44 45 47

0

XKH

¢ M

IMGPR_plasmid_2737471842_000002: 23,524-44,409 (+)

Y

IMGPR_plasmid_2713896813_000002: 353-14.,682 (-)

Y

IMGPR _plasmid_2574180275_.000001: 179-15,045 (-)

Y

IMGPR_plasmid_2648501180_000002: 442-16,761 (-)

4 3 2 1
6 5 4 3 2 mRNA interferase toxin RelE (KLGCJGKC_00001)
6 5 4 3 21

Y

B H-BE—AD-OED—oDD

IMGPR_plasmid_2778261514_000001:53-16,278 (-)

1S91 family transposase IiEc37 (AEIPINDB_00002)
1S91 family transposase 1S91 (AEIPINDB_00003)
8 7 6 5 4 [ 1

0

B O—- 0 BED—-CTd

IMGPR _plasmid_2534681782_000001: 190-18,023 (-)

Transposon Tn3 resolvase (JIALOACH_00046)
Tn3 family transposase Tn2 (JJALOACH_00045)
40 41 42 43 \ Beta-lactamase TEM (JIALOACH_00047)

Y

B H-D—D-D-DD@EHD- D

IMGPR_plasmid_2529292996_000001: 24,584-43,760 (+)

5 4 3 2 Tn3family transposase Tn2 (EEECBFLM_00001)

v

T HE—-D- D@

IMGPR_plasmid_2778261390_000001: 460-17,872 (-)

3'-5' exonuclease DinG (JBPEOOGO_00002)
Endonuclease YhcR (JBPEOOGO_00008)
Toxin RelE2 (JBPEOOGO_00003)
7 6 5 4T | 1

.

ED—D-H—)TD—DEDD

IMGPR _plasmid_2778261689_000002: 436-17,466 (-)

3'-5' exonuclease DinG (LOACMEIF_00046)
Toxin RelE2 (LOACMEIF_00045)
38 39 40 41 42 437 | 46 47

Y

DD DD ED——DEDDDH

IMGPR_plasmid_330002958%_000002: 22,901-40,230 (+)

Endonuclease YhcR (AKMCIJLJ_00004)
3 2 1

0

EDD——-Db—-0

IMGPR_plasmid_2778261506_000001: 673-14,749 (-)

Endonuclease YhcR (EBCJHAKJ_00040)
41 42 43

.

EDD—-H—10

IMGPR_plasmid_2548876698_000001: 24,450-38,526 (+)

Endonuclease YhcR (ICMBHGMA_00039)
40 41 42 43

.

EDD—O-B—{KX

IMGPR _plasmid_2711768166_000002: 23,528-37,726 (+)

Endonuclease YhcR (AHJJGMOK_00038)
39 40 41 4243

0

ED—-D—)-E0D—7™D

IMGPR _plasmid_2778261498_000002: 22,436-38,074 (+)

chaperon_ArsD-NCBIFAM arsenite efflux transporter metallochaperone ArsD (NF033727.1) (CKFJLICF_00001)
Endonuclease YhcR (CKFJLICF_00007)
6 5 4 3 2

P

XL

DD )H1—aEDD

IMGPR_plasmid_2778261447_000001: 151-16,272 (-)

Endonuclease YhcR (HKDCEPDB_00003)
2 Methyl-accepting chemotaxis protein McpU (HKDCEPDB_00001)

v

B4

IMGPR_plasmid_2695420874_000001:221-12,876 (-)

Endonuclease YhcR (PMHBCNEC_00003)
2 1

.

ED—-H-0

IMGPR_plasmid_2548876953_.000001: 676-13,757 (-)

APH_3pp_lb-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-1b (NF032895.1) (JLACNMBD_00004)
APH_6-NCBIFAM APH(6)-I family aminoglycoside O-phosphotransferase (NFO12171.0) (JLACNMBD_00005)

0

XKH

IMGPR _plasmid_2778261640_.000002: 158-19,519 (-)

Thermonuclease nuc (VF0993) (JLACNMBD_00010)
T 9 8 7 6 3 2151380 family transposase ISEcp1 (JLACNMBD_00001)
Dh—]D- i H-—DE&E—-aEE
2 1

.

IMGPR_plasmid_2778260991 000001:40-12,838 (-)

28

Quorum-quenching protein AidA (KHICJKGM_00036)
Fertility inhibition protein (KHICJKGM_00037)

EDTDD

IMGPR _plasmid_2660238483_000001: 18,384-32,964 (+)
Protein TraS (IMLKFONF_00008)

Fertility inhibition protein (IMLKFONF_00001)

IMGPR_plasmid_3300009612_000001: 120-13,857 (-)

Thermonuclease nuc (VF0993) (ANBHPBDI_00004)

0

)

IMGPR_plasmid_2534681780_000001: 77-13,543 (-)

)

Y

T3 2 1
-_—
Thermonuclease nuc (VFQF‘?G») (MIBNGAID_00003)
2 1
/D10

IMGPR_plasmid_2541047682_000001: 953-13,234 (-)

31

Thermonuclease nuc (VF0993) (MBAMALKD_00038)

|

IMGPR_plasmid_2582580931_000001: 20,972-36,606 (+)

35 36 T 39 40
) o)

8 7 6 5 4 32 1S1family transposase IS1X2 (OEGAJIFJ_00001)

P

EDED—DD-ED——DM

IMGPR _plasmid_2537561975_.000001: 25-14,598 (-)

31 32 33 34 35 mRNA interferase toxin RelE (GBIGFNGP_00037)

P

EDEH—H-D1ED—D

IMGPR_plasmid_2636415418_000001: 22,315-36,306 (+)

1S3 family transposase ISKpn37 (BMBIIHPG_00033)

Y

IMGPR_plasmid_2778261531_.000001: 20,218-32,146 (+)

IMGPR_plasmid_2609460346_000001:2,011-14,495 (-)

32| 34
EOD—D
4
oD
3 1

IMGPR_plasmid_2585427752_000001: 55-13,039 (-)
Protein TraQ (KBHGLJLE_00026)

28
27 129 30

IMGPR plasmid 2778261358 000002: 17,742-35487 (+)
25 31 32

IMGPR_plasmid_2548876943_000001: 18,608-35,725 (+)

32

34

) D HD

A D D

Multifunctional conjugation protein Tral (HHBBGIKO_00037)

Multifunctional conjugation protein Tral (HHBBGIKO_00036)

) A DD

IMGPR _plasmid_2574180325_000001: 18,676-34,095 (+)

Multifunctional conjugation protein Tral (JPEEGBAM_00014) Multifunctional conjugation protein Tral (JPEEGBAM_00013)

IMGPR_plasmid_2657245112_000003: 7,551-24,236 (-)

IMGPR_plasmid_2529293071_000001: 20,836-37,010 (+)

) )

38

) D

tRNA(fMet)-specific endonuclease VapC (MCOLBAHJ_00006) Antitoxin VapB (MCOLBAHJ_00005)

IMGPR_plasmid_2554235297_000001:89-17,455 (-)

XA EDT D

tRNA(fMet)-specific endonuclease VapC (OKGHCPPP_00006) Antitoxin VapB (OKGHCPPP_00005)

1
IMGPR _plasmid_2778261500_000002: 597-18,042 (-)

XA DT D

11 tRNA(fMet)-specific endonuclease VapC (BFNMDOMF_00006) Antitoxin VapB (BFNMDOMF_00005)

1
IMGPR_plasmid_271176803%9_000001:252-17,620 (-)

tRNA(fMet)-specific endonuclease VapC (OKCGDOOF_00033) | |

EPD—— A

1
IMGPR_plasmid_2534682338_000001: 17,458-33,939 (+)

XA D HD

Multifunctional conjugation protein Tral (OKCGDOOF_00035)

Antitoxin VapB (OKCGDOOF_00034)
Multifunctional conjugation protein Tral (OKCGDOOF_00036)

XA 4 DD

tRNA(fMet)-specific endonuclease VapC (KOENCDJG_00005) Antitoxin VapB (KOENCDJG_00004)

1
IMGPR _plasmid_2623620502_000001: 444-16,925 (-)

A DD

tRNA(fMet)-specific endonuclease VapC (JJHNLAHH_00007)

10 9

IMGPR_plasmid_3300001919_000001:2,841-19,293 (-)

| Antitoxin VapB (JJHNLAHH_00006)

AL

y

} 10000 nt

1

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA
I




