
IMGPR_plasmid_2900441308_000002: 104,360-112,185 (+)

135

136
137

138
139

140
141 142

Tyrosine recombinase XerC (GFMKAOBK_00143)
3'-5' exonuclease DinG (GFMKAOBK_00144)

145

IMGPR_plasmid_2900474626_000002: 43,602-51,427 (-)

6970

IMGPR_plasmid_2906238143_000001: 311-5,703 (-)

24

IMGPR_plasmid_2848889956_000001: 212-4,314 (-)

123

IMGPR_plasmid_2922838355_000003: 35,987-46,923 (-)

54
55

5658
59

60

6162

IMGPR_plasmid_2693429637_000008: 130,373-141,308 (+)

175 176

177
178

179

IMGPR_plasmid_2636416088_000007: 106,276-116,602 (-)

144
145

146

IMGPR_plasmid_2909272501_000003: 125,690-137,858 (+)

167

IS3 family transposase ISEhe3 (ANKLAPML_00168)

169

tRNA3(Ser)-specific nuclease WapA (ANKLAPML_00170)

171
172

173

IMGPR_plasmid_2775507001_000001: 59,281-72,102 (-)

9394
95

96979899

IMGPR_plasmid_645951841_000001: 51,566-62,310 (+)

66
67

68

IMGPR_plasmid_2896813311_000001: 58,717-77,654 (+)

76 77
78

79

Tn3 family transposase Tn3 (CIBAOPIP_00080)
Transposon Tn3 resolvase (CIBAOPIP_00081)

AAC_6p_Ib-NCBIFAM AAC(6')-Ib family aminoglycoside 6'-N-acetyltransferase (NF033074.0) (CIBAOPIP_00082)
ANT_3pp_AadA3-NCBIFAM ANT(3'')-Ia family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (CIBAOPIP_00083)

bla_class_D_alt-NCBIFAM class D beta-lactamase (NF000270.1) (CIBAOPIP_00084)

Transposon Tn3 resolvase (CIBAOPIP_00085)
Beta-lactamase TEM (CIBAOPIP_00086)

IMGPR_plasmid_2877629547_000001: 71,668-88,545 (-)

101

102

103

104
105

106

107
108

109

110
111

112
113

114

115

Putative deoxyribonuclease RhsC (AHKOLCPG_00116)

117
118

IMGPR_plasmid_2751185960_000001: 29,928-57,869 (-)

43
44

45

46
47

48
49

50

51
52

53
54

55

56
57

58
59

60

61
62

63
6465

66
67

csf4_IV-A1_2 (DMDPIDON_00068)

cluster8 Cas6_2_IVA1 (DMDPIDON_00069)
cluster3 Csf1_0_IV (DMDPIDON_00070)

cluster1 Csf2_0_IV (DMDPIDON_00071)

csf3gr5_IV-A_2 (DMDPIDON_00072)
73

IMGPR_plasmid_3300025853_000026: 21,398-29,791 (-)

25303132
33

34

3536

IMGPR_plasmid_641210498_000001: 113,489-141,163 (+)

158

159
160

161

Tn3 family transposase (JAIHPDOK_00162)
DNA-invertase hin (JAIHPDOK_00163)

IS3 family transposase IS1133 (JAIHPDOK_00164)

IS5 family transposase IS903 (JAIHPDOK_00165)

IS3 family transposase IS1133 (JAIHPDOK_00166)
IS4 family transposase ISVsa5 (JAIHPDOK_00167)

Transposon Tn10 TetD protein (JAIHPDOK_00168)

Transposon Tn10 TetC protein (JAIHPDOK_00169)

tet_MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NF012174.0) (JAIHPDOK_00170)

Tetracycline repressor protein class B from transposon Tn10 (JAIHPDOK_00171)

172
173

putative protein YqjZ (JAIHPDOK_00174)

Sodium/glutamate symporter (JAIHPDOK_00175)

IS4 family transposase ISVsa5 (JAIHPDOK_00176)

APH_3pp_Ib-NCBIFAM aminoglycoside O-phosphotransferase APH(3'')-Ib (NF032895.1) (JAIHPDOK_00177)

APH_6-NCBIFAM APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (JAIHPDOK_00178)

IMGPR_plasmid_2826149675_000001: 122,880-142,830 (+)

Beta-lactamase TEM (CLBDCCPE_00157)

Transposon Tn3 resolvase (CLBDCCPE_00158)

Tn3 family transposase Tn2 (CLBDCCPE_00159)

Putative deoxyribonuclease RhsC (CLBDCCPE_00161)
Tn3 family transposase TnEc1 (CLBDCCPE_00162)

163

S-formylglutathione hydrolase FrmB (CLBDCCPE_00164)

165

S-(hydroxymethyl)glutathione dehydrogenase (CLBDCCPE_00166)

Transcriptional repressor FrmR (CLBDCCPE_00167)

168
169

170
171

IMGPR_plasmid_2775507057_000005: 163,482-186,747 (+)

216

IS110 family transposase IS5075 (BOFDOONL_00217)

Tn3 family transposase TnAs2 (BOFDOONL_00218)
DNA-invertase hin (BOFDOONL_00219)

Tyrosine recombinase XerC (BOFDOONL_00220)

PSE-NCBIFAM PSE family carbenicillin-hydrolyzing class A beta-lactamase (NF000480.2) (BOFDOONL_00221)

ANT_3pp_AadA3-NCBIFAM ANT(3'')-Ia family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (BOFDOONL_00222)

FloR-NCBIFAM chloramphenicol/florfenicol efflux MFS transporter FloR (NF000219.1) (BOFDOONL_00223)
chloram_CatB-NCBIFAM type B chloramphenicol O-acetyltransferase (NF000490.1) (BOFDOONL_00224)

SMR_qac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (BOFDOONL_00225)

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (BOFDOONL_00226)

227
DNA ligase (BOFDOONL_00228)

trim_DfrA19-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA19 (NF000041.1) (BOFDOONL_00229)

230

Tyrosine recombinase XerC (BOFDOONL_00231)

ANT_2pp_Ia-NCBIFAM aminoglycoside nucleotidyltransferase ANT(2'')-Ia (NF000064.3) (BOFDOONL_00232)

chloram_CatB-NCBIFAM type B chloramphenicol O-acetyltransferase (NF000490.1) (BOFDOONL_00233)

IMGPR_plasmid_2585427624_000003: 128,889-167,830 (+)

173

Tn3 family transposase TnAs2 (EHBNBGOI_00174)
DNA-invertase hin (EHBNBGOI_00175)

Tyrosine recombinase XerC (EHBNBGOI_00176)

PSE-NCBIFAM PSE family carbenicillin-hydrolyzing class A beta-lactamase (NF000480.2) (EHBNBGOI_00177)

ANT_3pp_AadA3-NCBIFAM ANT(3'')-Ia family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (EHBNBGOI_00178)

UG17 (EHBNBGOI_00179)

FloR-NCBIFAM chloramphenicol/florfenicol efflux MFS transporter FloR (NF000219.1) (EHBNBGOI_00180)

chloram_CatB-NCBIFAM type B chloramphenicol O-acetyltransferase (NF000490.1) (EHBNBGOI_00181)

SMR_qac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (EHBNBGOI_00182)

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (EHBNBGOI_00183)

184

penta_rpt_QnrVC-NCBIFAM QnrVC family quinolone resistance pentapeptide repeat protein (NF000421.1) (EHBNBGOI_00185)

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (EHBNBGOI_00186)

187
DNA ligase (EHBNBGOI_00188)

trim_DfrA19-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA19 (NF000041.1) (EHBNBGOI_00189)

190

Tyrosine recombinase XerC (EHBNBGOI_00191)

ANT_2pp_Ia-NCBIFAM aminoglycoside nucleotidyltransferase ANT(2'')-Ia (NF000064.3) (EHBNBGOI_00192)

chloram_CatB-NCBIFAM type B chloramphenicol O-acetyltransferase (NF000490.1) (EHBNBGOI_00193)

SMR_qac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (EHBNBGOI_00194)

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (EHBNBGOI_00195)

IS6 family transposase IS6100 (EHBNBGOI_00196)

IS6 family transposase IS26 (EHBNBGOI_00197)

ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NF000168.2) (EHBNBGOI_00198)
MPH_3-NCBIFAM Mph(E)/Mph(G) family macrolide 2'-phosphotransferase (NF000241.1) (EHBNBGOI_00199)

IS6 family transposase IS26 (EHBNBGOI_00200)

201

IMGPR_plasmid_2791355209_000003: 116,573-158,329 (+)

164

Tn3 family transposase TnAs2 (BJFOPPIN_00165)
DNA-invertase hin (BJFOPPIN_00166)

Tyrosine recombinase XerC (BJFOPPIN_00167)

PSE-NCBIFAM PSE family carbenicillin-hydrolyzing class A beta-lactamase (NF000480.2) (BJFOPPIN_00168)

ANT_3pp_AadA3-NCBIFAM ANT(3'')-Ia family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (BJFOPPIN_00169)

UG17 (BJFOPPIN_00170)

FloR-NCBIFAM chloramphenicol/florfenicol efflux MFS transporter FloR (NF000219.1) (BJFOPPIN_00171)
chloram_CatB-NCBIFAM type B chloramphenicol O-acetyltransferase (NF000490.1) (BJFOPPIN_00172)

SMR_qac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (BJFOPPIN_00173)

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (BJFOPPIN_00174)

175

IS91 family transposase ISVsa3 (BJFOPPIN_00176)

penta_rpt_QnrVC-NCBIFAM QnrVC family quinolone resistance pentapeptide repeat protein (NF000421.1) (BJFOPPIN_00177)

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (BJFOPPIN_00178)

IS6 family transposase IS6100 (BJFOPPIN_00179)
IS6 family transposase IS26 (BJFOPPIN_00180)

ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NF000168.2) (BJFOPPIN_00181)
MPH_3-NCBIFAM Mph(E)/Mph(G) family macrolide 2'-phosphotransferase (NF000241.1) (BJFOPPIN_00182)

IS6 family transposase IS26 (BJFOPPIN_00183)
184

blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bcc-type (NF000320.3) (BJFOPPIN_00185)
IS1182 family transposase ISKpn6 (BJFOPPIN_00186)

Tn3 family transposase Tn2 (BJFOPPIN_00187)
Serine recombinase PinR (BJFOPPIN_00188)

Tn3 family transposase (BJFOPPIN_00189)

190

191
192

193
194

IMGPR_plasmid_2869468289_000002: 182,655-192,681 (+)

228

IS110 family transposase IS4321R (PBGPBGLK_00229)
Tn3 family transposase TnAs2 (PBGPBGLK_00230)

DNA-invertase hin (PBGPBGLK_00231)

IMGPR_plasmid_2869113522_000001: 127,354-136,053 (+)

167
Tn3 family transposase TnAs2 (OFEFDKNI_00168)

DNA-invertase hin (OFEFDKNI_00169)

IMGPR_plasmid_2588253934_000001: 104,567-117,525 (+)

149

IS110 family transposase IS4321R (PBFHHJLH_00150)

Tn3 family transposase TnAs2 (PBFHHJLH_00151)
DNA-invertase hin (PBFHHJLH_00152)

Tyrosine recombinase XerC (PBFHHJLH_00153)

AAC_6p_Ib-NCBIFAM AAC(6')-Ib family aminoglycoside 6'-N-acetyltransferase (NF033074.0) (PBFHHJLH_00154)
blaOXA-2_like-NCBIFAM OXA-2 family class D beta-lactamase (NF000267.2) (PBFHHJLH_00155)

IMGPR_plasmid_2617271044_000008: 147,340-170,783 (+)

201

IS110 family transposase IS4321R (NGDFEDDN_00202)

Tn3 family transposase TnAs2 (NGDFEDDN_00203)
DNA-invertase hin (NGDFEDDN_00204)

Tyrosine recombinase XerC (NGDFEDDN_00205)

PSE-NCBIFAM PSE family carbenicillin-hydrolyzing class A beta-lactamase (NF000480.2) (NGDFEDDN_00206)

ANT_3pp_AadA3-NCBIFAM ANT(3'')-Ia family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (NGDFEDDN_00207)

FloR-NCBIFAM chloramphenicol/florfenicol efflux MFS transporter FloR (NF000219.1) (NGDFEDDN_00208)
chloram_CatB-NCBIFAM type B chloramphenicol O-acetyltransferase (NF000490.1) (NGDFEDDN_00209)

SMR_qac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (NGDFEDDN_00210)

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (NGDFEDDN_00211)

212

putative chromate transport protein (NGDFEDDN_00213)

Transcriptional regulator (NGDFEDDN_00214)
IS6 family transposase IS6100 (NGDFEDDN_00215)

216
Multidrug efflux pump Tap (NGDFEDDN_00217)

macrolide_MphA-NCBIFAM Mph(A) family macrolide 2'-phosphotransferase (NF000254.1) (NGDFEDDN_00218)

219

IMGPR_plasmid_2609460239_000020: 147,626-170,816 (+)

201

IS110 family transposase IS4321R (MGPDKNFG_00202)

Tn3 family transposase TnAs2 (MGPDKNFG_00203)
DNA-invertase hin (MGPDKNFG_00204)

Tyrosine recombinase XerC (MGPDKNFG_00205)

PSE-NCBIFAM PSE family carbenicillin-hydrolyzing class A beta-lactamase (NF000480.2) (MGPDKNFG_00206)

ANT_3pp_AadA3-NCBIFAM ANT(3'')-Ia family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (MGPDKNFG_00207)

FloR-NCBIFAM chloramphenicol/florfenicol efflux MFS transporter FloR (NF000219.1) (MGPDKNFG_00208)
chloram_CatB-NCBIFAM type B chloramphenicol O-acetyltransferase (NF000490.1) (MGPDKNFG_00209)

SMR_qac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (MGPDKNFG_00210)

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (MGPDKNFG_00211)

212

putative chromate transport protein (MGPDKNFG_00213)

Transcriptional regulator (MGPDKNFG_00214)
IS6 family transposase IS6100 (MGPDKNFG_00215)

216
Multidrug efflux pump Tap (MGPDKNFG_00217)

macrolide_MphA-NCBIFAM Mph(A) family macrolide 2'-phosphotransferase (NF000254.1) (MGPDKNFG_00218)

IMGPR_plasmid_2728369388_000005: 99,223-135,288 (+)

140

IS110 family transposase IS4321R (GNJILLCB_00141)

Tn3 family transposase TnAs2 (GNJILLCB_00142)
DNA-invertase hin (GNJILLCB_00143)

Tyrosine recombinase XerC (GNJILLCB_00144)

AAC_6p_Ib-NCBIFAM AAC(6')-Ib family aminoglycoside 6'-N-acetyltransferase (NF033074.0) (GNJILLCB_00145)

blaOXA-2_like-NCBIFAM OXA-2 family class D beta-lactamase (NF000267.2) (GNJILLCB_00146)

SMR_qac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (GNJILLCB_00147)

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (GNJILLCB_00148)

149

blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bcc-type (NF000320.3) (GNJILLCB_00150)

Spermidine export protein MdtJ (GNJILLCB_00151)

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (GNJILLCB_00152)

153

Tn3 family transposase ISEc63 (GNJILLCB_00154)
Transposon Tn3 resolvase (GNJILLCB_00155)

Beta-lactamase TEM (GNJILLCB_00156)

AAC_3_II-NCBIFAM AAC(3)-II family aminoglycoside N-acetyltransferase (NF033080.0) (GNJILLCB_00157)

Tunicamycin resistance protein (GNJILLCB_00158)

IS3 family transposase ISKpn11 (GNJILLCB_00159)

IS3 family transposase ISKpn11 (GNJILLCB_00160)

161
162

IS5 family transposase ISKpn12 (GNJILLCB_00163)

IS5 family transposase ISKpn12 (GNJILLCB_00164)

IS5 family transposase ISKpn13 (GNJILLCB_00165)

166
167

IMGPR_plasmid_2609460294_000003: 115,167-149,649 (+)

159

Tn3 family transposase TnAs2 (FLKDFPGF_00160)

DNA-invertase hin (FLKDFPGF_00161)

Tyrosine recombinase XerC (FLKDFPGF_00162)

PSE-NCBIFAM PSE family carbenicillin-hydrolyzing class A beta-lactamase (NF000480.2) (FLKDFPGF_00163)

ANT_3pp_AadA3-NCBIFAM ANT(3'')-Ia family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (FLKDFPGF_00164)

FloR-NCBIFAM chloramphenicol/florfenicol efflux MFS transporter FloR (NF000219.1) (FLKDFPGF_00165)
chloram_CatB-NCBIFAM type B chloramphenicol O-acetyltransferase (NF000490.1) (FLKDFPGF_00166)

SMR_qac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (FLKDFPGF_00167)

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (FLKDFPGF_00168)

169

DrmD_00013 DrmD (FLKDFPGF_00170)

171

IS3 family transposase IS1353 (FLKDFPGF_00172)

TnsC_0_V-K (FLKDFPGF_00173)
174

putative signaling protein (FLKDFPGF_00175)

PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (FLKDFPGF_00176)

coreg_MerD-NCBIFAM mercury resistance co-regulator MerD (NF033783.1) (FLKDFPGF_00177)

MerA-TIGRFAMs TIGRFAMs: mercury(II) reductase (TIGR02053.1) (FLKDFPGF_00178)
transport_merC-NCBIFAM organomercurial transporter MerC (NF033784.1) (FLKDFPGF_00179)

MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (FLKDFPGF_00180)

Mercuric transport protein MerT (FLKDFPGF_00181)

PRK13752.1-PRK PRK|PRK13752.1: Hg(II)-responsive transcriptional regulator (NF010315.0) (FLKDFPGF_00182)

183

184
185

186
187

189

IMGPR_plasmid_2630968889_000005: 90,929-121,732 (-)

132
133

134

135

PRK13752.1-PRK PRK|PRK13752.1: Hg(II)-responsive transcriptional regulator (NF010315.0) (KCENOLGK_00136)

Mercuric transport protein MerT (KCENOLGK_00137)

MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (KCENOLGK_00138)

transport_merC-NCBIFAM organomercurial transporter MerC (NF033784.1) (KCENOLGK_00139)
MerA-TIGRFAMs TIGRFAMs: mercury(II) reductase (TIGR02053.1) (KCENOLGK_00140)

coreg_MerD-NCBIFAM mercury resistance co-regulator MerD (NF033783.1) (KCENOLGK_00141)

PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (KCENOLGK_00142)

putative signaling protein (KCENOLGK_00143)

144
TnsC_0_V-K (KCENOLGK_00145)

IS3 family transposase IS1353 (KCENOLGK_00146)

147

DrmD_00013 DrmD (KCENOLGK_00148)

149

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (KCENOLGK_00150)

Tyrosine recombinase XerC (KCENOLGK_00151)

IS6 family transposase IS26 (KCENOLGK_00152)

DNA-invertase hin (KCENOLGK_00153)

Tn3 family transposase TnAs2 (KCENOLGK_00154)

IS110 family transposase IS4321R (KCENOLGK_00155)

156

IMGPR_plasmid_2791354789_000002: 104,898-160,659 (-)

141
142

143
144

145

PRK13752.1-PRK PRK|PRK13752.1: Hg(II)-responsive transcriptional regulator (NF010315.0) (FAFHPLNH_00146)

Mercuric transport protein MerT (FAFHPLNH_00147)

MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (FAFHPLNH_00148)

transport_merC-NCBIFAM organomercurial transporter MerC (NF033784.1) (FAFHPLNH_00149)
MerA-TIGRFAMs TIGRFAMs: mercury(II) reductase (TIGR02053.1) (FAFHPLNH_00150)

coreg_MerD-NCBIFAM mercury resistance co-regulator MerD (NF033783.1) (FAFHPLNH_00151)

PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (FAFHPLNH_00152)

putative signaling protein (FAFHPLNH_00153)

154
TnsC_0_V-K (FAFHPLNH_00155)

IS3 family transposase IS1353 (FAFHPLNH_00156)

157

DrmD_00013 DrmD (FAFHPLNH_00158)

159

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (FAFHPLNH_00160)

Tyrosine recombinase XerC (FAFHPLNH_00161)
IS6 family transposase IS26 (FAFHPLNH_00162)

MPH_3-NCBIFAM Mph(E)/Mph(G) family macrolide 2'-phosphotransferase (NF000241.1) (FAFHPLNH_00163)
ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NF000168.2) (FAFHPLNH_00164)

IS6 family transposase IS26 (FAFHPLNH_00165)

IS6 family transposase IS6100 (FAFHPLNH_00166)

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (FAFHPLNH_00167)

SMR_qac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (FAFHPLNH_00168)

chloram_CatB-NCBIFAM type B chloramphenicol O-acetyltransferase (NF000490.1) (FAFHPLNH_00169)

ANT_2pp_Ia-NCBIFAM aminoglycoside nucleotidyltransferase ANT(2'')-Ia (NF000064.3) (FAFHPLNH_00170)

Tyrosine recombinase XerC (FAFHPLNH_00171)

172

trim_DfrA19-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA19 (NF000041.1) (FAFHPLNH_00173)

DNA ligase (FAFHPLNH_00174)
175

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (FAFHPLNH_00176)

penta_rpt_QnrVC-NCBIFAM QnrVC family quinolone resistance pentapeptide repeat protein (NF000421.1) (FAFHPLNH_00177)

178

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (FAFHPLNH_00179)

SMR_qac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (FAFHPLNH_00180)

chloram_CatB-NCBIFAM type B chloramphenicol O-acetyltransferase (NF000490.1) (FAFHPLNH_00181)

UG17 (FAFHPLNH_00182)

FloR-NCBIFAM chloramphenicol/florfenicol efflux MFS transporter FloR (NF000219.1) (FAFHPLNH_00183)

ANT_3pp_AadA3-NCBIFAM ANT(3'')-Ia family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (FAFHPLNH_00184)

PSE-NCBIFAM PSE family carbenicillin-hydrolyzing class A beta-lactamase (NF000480.2) (FAFHPLNH_00185)

Tyrosine recombinase XerC (FAFHPLNH_00186)

DNA-invertase hin (FAFHPLNH_00187)
Tn3 family transposase TnAs2 (FAFHPLNH_00188)

IS110 family transposase IS5075 (FAFHPLNH_00189)

190

IMGPR_plasmid_2690315738_000002: 21,962-62,303 (-)

30
31

32

3334

PRK13752.1-PRK PRK|PRK13752.1: Hg(II)-responsive transcriptional regulator (NF010315.0) (PLPDCJPJ_00035)

Mercuric transport protein MerT (PLPDCJPJ_00036)

MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (PLPDCJPJ_00037)

transport_merC-NCBIFAM organomercurial transporter MerC (NF033784.1) (PLPDCJPJ_00038)
MerA-TIGRFAMs TIGRFAMs: mercury(II) reductase (TIGR02053.1) (PLPDCJPJ_00039)

coreg_MerD-NCBIFAM mercury resistance co-regulator MerD (NF033783.1) (PLPDCJPJ_00040)

PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (PLPDCJPJ_00041)

putative signaling protein (PLPDCJPJ_00042)

43
TnsC_0_V-K (PLPDCJPJ_00044)

45

DNA-invertase hin (PLPDCJPJ_00046)

chloram_CatB-NCBIFAM type B chloramphenicol O-acetyltransferase (NF000490.1) (PLPDCJPJ_00047)

AAC_6p_A29-NCBIFAM aminoglycoside 6'-N-acetyltransferase AAC(6')-29 (NF000050.2) (PLPDCJPJ_00048)
AAC_3_I-NCBIFAM AAC(3)-I family aminoglycoside 3-N-acetyltransferase (NF033083.0) (PLPDCJPJ_00049)

Tyrosine recombinase XerC (PLPDCJPJ_00050)
IS6 family transposase IS26 (PLPDCJPJ_00051)

MPH_3-NCBIFAM Mph(E)/Mph(G) family macrolide 2'-phosphotransferase (NF000241.1) (PLPDCJPJ_00052)
ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NF000168.2) (PLPDCJPJ_00053)

IS6 family transposase IS26 (PLPDCJPJ_00054)

IS6 family transposase IS6100 (PLPDCJPJ_00055)

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (PLPDCJPJ_00056)

SMR_qac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (PLPDCJPJ_00057)

chloram_CatB-NCBIFAM type B chloramphenicol O-acetyltransferase (NF000490.1) (PLPDCJPJ_00058)

FloR-NCBIFAM chloramphenicol/florfenicol efflux MFS transporter FloR (NF000219.1) (PLPDCJPJ_00059)

ANT_3pp_AadA3-NCBIFAM ANT(3'')-Ia family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (PLPDCJPJ_00060)

PSE-NCBIFAM PSE family carbenicillin-hydrolyzing class A beta-lactamase (NF000480.2) (PLPDCJPJ_00061)

Tyrosine recombinase XerC (PLPDCJPJ_00062)

DNA-invertase hin (PLPDCJPJ_00063)
Tn3 family transposase TnAs2 (PLPDCJPJ_00064)

IS110 family transposase IS4321R (PLPDCJPJ_00065)

66

IMGPR_plasmid_641210496_000001: 121,023-166,098 (+)

Putative deoxyribonuclease RhsC (PODKHGGJ_00168)

PRK13752.1-PRK PRK|PRK13752.1: Hg(II)-responsive transcriptional regulator (NF010315.0) (PODKHGGJ_00169)

Mercuric transport protein MerT (PODKHGGJ_00170)

MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (PODKHGGJ_00171)

transport_merC-NCBIFAM organomercurial transporter MerC (NF033784.1) (PODKHGGJ_00172)

MerA-TIGRFAMs TIGRFAMs: mercury(II) reductase (TIGR02053.1) (PODKHGGJ_00173)

coreg_MerD-NCBIFAM mercury resistance co-regulator MerD (NF033783.1) (PODKHGGJ_00174)

PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (PODKHGGJ_00175)

putative signaling protein (PODKHGGJ_00176)

177
TnsC_0_V-K (PODKHGGJ_00178)

IS3 family transposase IS1353 (PODKHGGJ_00179)

180

IS6 family transposase IS26 (PODKHGGJ_00181)

2-oxo-tetronate isomerase (PODKHGGJ_00182)

3-oxo-tetronate 4-phosphate decarboxylase (PODKHGGJ_00183)

3-oxo-tetronate kinase (PODKHGGJ_00184)

L-threonate dehydrogenase (PODKHGGJ_00185)

Glycerol-3-phosphate regulon repressor (PODKHGGJ_00186)

blaTEM-NCBIFAM TEM family class A beta-lactamase (NF000531.2) (PODKHGGJ_00187)

188

HEC-01A_WP_199302758.1 (PODKHGGJ_00189)

Lactose permease (PODKHGGJ_00190)

IS6 family transposase IS26 (PODKHGGJ_00191)
S-formylglutathione hydrolase FrmB (PODKHGGJ_00192)

S-(hydroxymethyl)glutathione dehydrogenase (PODKHGGJ_00193)

tet_MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NF012174.0) (PODKHGGJ_00194)

Tetracycline repressor protein class H (PODKHGGJ_00195)

IS6 family transposase IS26 (PODKHGGJ_00196)

197

DrmD_00013 DrmD (PODKHGGJ_00198)

199

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (PODKHGGJ_00200)

SMR_qac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (PODKHGGJ_00201)

ANT_3pp_AadA3-NCBIFAM ANT(3'')-Ia family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (PODKHGGJ_00202)

Tyrosine recombinase XerC (PODKHGGJ_00203)

204

IS6 family transposase IS26 (PODKHGGJ_00205)

Tn3 family transposase TnAs3 (PODKHGGJ_00206)

207

208
209

210

IMGPR_plasmid_2711768168_000003: 46-15,192 (-)

1

chloram_CatA-NCBIFAM type A chloramphenicol O-acetyltransferase (NF000491.1) (CNFBPKKJ_00002)

3

Tetracycline repressor protein class A from transposon 1721 (CNFBPKKJ_00004)
tet_MFS_G-NCBIFAM tetracycline efflux MFS transporter Tet(G) (NF012192.0) (CNFBPKKJ_00005)

6
78

Tn3 family transposase TnAs2 (CNFBPKKJ_00009)
IS110 family transposase IS4321L (CNFBPKKJ_00010)

11

IMGPR_plasmid_2765235847_000002: 69,299-122,891 (+)

83 84

85
86
87

Tn3 family transposase TnAs1 (AFAKPIFP_00088)
DNA-invertase hin (AFAKPIFP_00089)

IS30 family transposase ISShes10 (AFAKPIFP_00090)

91

PRK13752.1-PRK PRK|PRK13752.1: Hg(II)-responsive transcriptional regulator (NF010315.0) (AFAKPIFP_00092)

Mercuric transport protein MerT (AFAKPIFP_00093)

MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (AFAKPIFP_00094)

transport_merC-NCBIFAM organomercurial transporter MerC (NF033784.1) (AFAKPIFP_00095)
MerA-TIGRFAMs TIGRFAMs: mercury(II) reductase (TIGR02053.1) (AFAKPIFP_00096)

coreg_MerD-NCBIFAM mercury resistance co-regulator MerD (NF033783.1) (AFAKPIFP_00097)

PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (AFAKPIFP_00098)

99

IS1182 family transposase ISPcc4 (AFAKPIFP_00100)

Peptide methionine sulfoxide reductase MsrA (AFAKPIFP_00101)

Peptide methionine sulfoxide reductase MsrA 3 (AFAKPIFP_00102)

Peptide methionine sulfoxide reductase MsrB (AFAKPIFP_00103)

Inner membrane protein RclC (AFAKPIFP_00104)
105 106 107

Peptide methionine sulfoxide reductase MsrA (AFAKPIFP_00108)

109

Peptide methionine sulfoxide reductase MsrB (AFAKPIFP_00110)

Glutaredoxin 3 (AFAKPIFP_00111)

Peptide methionine sulfoxide reductase MsrA 3 (AFAKPIFP_00112)

HTH-type transcriptional regulator MtrA (AFAKPIFP_00113)

114
115

IS3 family transposase ISShes1 (AFAKPIFP_00116)
IS3 family transposase ISShes1 (AFAKPIFP_00117)

Aerotaxis receptor (AFAKPIFP_00118)

119
120

121

MtrCDE (VF0451) (AFAKPIFP_00122)

123

Cobalt-zinc-cadmium resistance protein CzcC (AFAKPIFP_00124)

125

126
127

128

129
130

131 132

Tn3 family transposase Tn3 (AFAKPIFP_00133)

134

IMGPR_plasmid_2687453454_000002: 621-27,438 (-)

1
60 kDa chaperonin (NNLKJBIM_00002)

Hsp60 (VF0159) (NNLKJBIM_00003)
10 kDa chaperonin (NNLKJBIM_00004)

Divalent-cation tolerance protein CutA (NNLKJBIM_00005)
Thiol:disulfide interchange protein DsbD (NNLKJBIM_00006)

N-(5'-phosphoribosyl)anthranilate isomerase (NNLKJBIM_00007)
ble_BLMT-NCBIFAM BLMT family bleomycin binding protein (NF000005.4) (NNLKJBIM_00008)

blaNDM-NCBIFAM NDM family subclass B1 metallo-beta-lactamase (NF000259.2) (NNLKJBIM_00009)

Tn3 family transposase (NNLKJBIM_00010)

IS3 family transposase ISKpn18 (NNLKJBIM_00011)

IS3 family transposase ISKpn18 (NNLKJBIM_00012)

DNA-invertase hin (NNLKJBIM_00013)

APH_3pp_Ib-NCBIFAM aminoglycoside O-phosphotransferase APH(3'')-Ib (NF032895.1) (NNLKJBIM_00014)

APH_6-NCBIFAM APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (NNLKJBIM_00015)

IS6 family transposase IS1006 (NNLKJBIM_00016)

AAC_6p_Ian-NCBIFAM aminoglycoside N-acetyltransferase AAC(6')-Ian (NF000431.1) (NNLKJBIM_00017)

18

IS6 family transposase IS26 (NNLKJBIM_00019)

IS91 family transposase ISVsa3 (NNLKJBIM_00020)

21

22
23

24

IMGPR_plasmid_2718217845_000002: 35-29,845 (-)

Urease accessory protein UreG (KBPJKNEB_00001)

Urease accessory protein UreF (KBPJKNEB_00002)

Urease accessory protein UreE (KBPJKNEB_00003)

Urease (VF0050) (KBPJKNEB_00004)

Urease subunit beta (KBPJKNEB_00005)
Urease subunit gamma (KBPJKNEB_00006)

Urease accessory protein UreD (KBPJKNEB_00007)

Urease operon transcriptional activator (KBPJKNEB_00008)

9

Oligopeptide-binding protein AppA (KBPJKNEB_00010)

Glutathione transport system permease protein GsiC (KBPJKNEB_00011)
Dipeptide transport system permease protein DppC (KBPJKNEB_00012)

FbpABC (VF0272) (KBPJKNEB_00013)

putative D,D-dipeptide transport ATP-binding protein DdpF (KBPJKNEB_00014)

PDC-M21A_WP_174912115.1 (KBPJKNEB_00015)

PDC-M21B_WP_152736761.1 (KBPJKNEB_00016)
PDC-M21C_WP_062264319.1 (KBPJKNEB_00017)

Vitamin B12 transporter BtuB (KBPJKNEB_00018)

Fumarate and nitrate reduction regulatory protein (KBPJKNEB_00019)

20

ABC transporter (VF0741) (KBPJKNEB_00021)
ABC transporter (VF0741) (KBPJKNEB_00022)

23

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (KBPJKNEB_00024)

IS6 family transposase IS15 (KBPJKNEB_00025)

2829

20000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


