Thiol:disulfide interchange protein DsbC (ENNFBFLJ_00103)
1S3 family transposase ISRaq1 (ENNFBFLJ,OOlm)
DrmC_00006 DrmC (ENNFBFLJ_00100) |
Protein TraC (ENNFBFLJ_00104)
98
9495 96 97] 99

105
] 106

102

O

-
IMGPR_plasmid_2860589870_000004: 59,889-74,816 (+)
85

IMGPR_plasmid_2859691592_000002: 51,245-64,901 (+)
Group Il intron-encoded protein LtrA (PLPDCJPJ_00122)
1S3 family transpos?se ISAs17 (PLPDCJPJ_00120)

[121] drt-UG17 DRT (PLPDCJPJ_00119)

CEEDN-DHDDA YOO

—
IMGPR_plasmid_2690315738_000002: 96,748-113,678 (-)
12 13 18

IMGPR_plasmid_645951841_000001: 3,456-18,357 (+)
52 51

IMGPR _plasmid_2937794593_000001: 37,884-50,934 (-)
1S66 family transposase ISEclé (HDCFJHID_00112)
113
Ti14 putative cyclic di-GMP phosphodiesterase PdeG

IMGPR_plasmid_2778261386_000013: 77,546-94,323 (+)

80
79 84

IMGPR plasmid_2860623524 000004: 50,441-64,370 (+)
CMY2-MIR-ACT-EC-NCBIFAM CMY2/MIR/ACT/EC family class C beta-lactamase (NFO12173.1) (CDJNFOON_00087)
Outer membrane lipoprotein Blc (CDJNFOON_00088)
151380 family transposase |SEcp1 (CDJNFOON_00085)
“[86 | | SMR_gac_FL-NCBIFAM QacF/QacL family quaternary ammonium compound efflux SMR transporter (NFO00067.2) (CDJNFOON_00089)

YOO

IMGPR_plasmid_2718218133 000003: 50,177-68,318 (+)
CMY2-MIR-ACT-EC-NCBIFAM CMY2/MIR/ACT/EC family class C beta-lactamase (NFO12173.1) (OHOHDPLM_00040)
Outer membrane lipoprotein Blc (OHOHDPLM_00039)
1S1380 family transposase ISEcp1 (OHOHDPLM_00042)
—’7‘[1 \ \ SMR_gac_FL-NCBIFAM QacF/QacL family quaternary ammonium compound efflux SMR transporter (NFO00067.2) (OHOHDPLM_00038)

o b
IMGPR_plasmid_2663762841_000005: 30,636-48.777 ()
CMY2-MIR-ACT-EC-NCBIFAM CMY2/MIR/ACT/EC family class C beta-lactamase (NFO12173.1) (GMDENGIK_00017)
Outer membrane Iipfﬁein Blc (GMDENGIK_00018)
1S1380 family transposase ISEcp‘l ((ﬁ/lDENGIK_OOOM)
1S4 family transposase ISEc29 (GMDENGIK_00015)
| T 16 | | SMR_gac_FL-NCBIFAM QacF/QacL family quaternary ammonium compound efflux SMR transporter (NFO00067.2) (GMDENGIK_00019)

O M0
IMGPR_plasmid_2896807372 000004: 3,717-23,192 (+)
SMR_gac_FL-NCBIFAM QacF/QacL family quaternary ammonium compound efflux SMR transporter (NFO00067.2) (GIGHFPHI_00085)
CMY2-MIR-ACT-EC-NCBIFAM CMY2/MIR/ACT/EC family class C beta-lactamase (NFO12173.1) (GIGHFPHI_00083)
Outer membrane lipoprotein Blc (GIGHFPHI_00084)
1S1380 family transposase 75Eﬁi (GIGHFPHI_00081)
82 86

YOO

\MGPR_D\asm'\d_268745m_050001: 52,804-70,945 (+)
SMR_gac_FL-NCBIFAM QacF/QaclL family quaternary ammonium compound efflux SMR transporter (NFO00067.2) (LIEHOEGK_00105)
CMY2-MIR-ACT-EC-NCBIFAM CMY2/MIR/ACT/EC family class C beta-lactamase (NFO12173.1) (LIEHOEGK_00107)
Outer membrane lipoprotein Blc (LIEHOEGK_00106)
1S1380 family transposase ISEcp1 (LIEHOEGK_00109)
_Ja08 | || 104

YOO

IMGPR_plasmid_2718218259_000003: 84,665-102,806 (-
SMR_gac_FL-NCBIFAM QacF/QacL family quaternary ammonium compound efflux SMR transporter (NFO00067.2) (GGOKGKFL_00051)
CMY2-MIR-ACT-EC-NCBIFAM CMY3/MIR/ACT/EC family class C beta-lactamase (NFO12173.1) (GGOKGKFL_00053)
Outer membrane lipoprotein Blc (GGOKGKFL_00052)
151380 family transposase ISEcp1 (GGOKGKFL_00056)
1S4 family transpo;\g@ﬁ?) (GiGO‘k‘CKFL,OOOSS)
54 50

O b
\MGPR,p\asm'\d72654587548m005: 36,379-55,854 ()
SMR_gac_FL-NCBIFAM QacF/QacL family quaternary ammonium compound efflux SMR transporter (NFO00067.2) (EGLLPHOO_00169)
CMY2-MIR-ACT-EC-NCBIFAM CMY2/MIR/ACT/EC family class C beta-lactamase (NF012173.1) (EGLLPHOO_00171)
Outer membrane lipoprotein Blc (EGLLPHOO_00170)
151380 family transposase ISECp1 (EGLLPHOO_00172)

COEDHDDH YOO

IMGPR_plasmid_2852493762_000001: 138,488-156,629 (-)
SMR_gac_FL-NCBIFAM QacF/QacL family quaternary ammonium compound efflux SMR transporter (NFO00067.2) (EBAIICOK_00086)
CMY2-MIR-ACT-EC-NCBIFAM CMY2/MIR/ACT/EC family class C beta-lactamase (NFO12173.1) (EBAIICOK_00084)
Outer membrane lipoprotein Blc (EBAIICOK_00085)
151380 family transposase ISECp‘l (EBAIICOK_00083)

COEDHDDH YOO

IMGPR_plasmid_2687453519_000001: 53,520-71,661 (+)
SMR_gac_FL-NCBIFAM QacF/QacL family quaternary ammonium compound efflux SMR transporter (NFO00067.2) (JDDPIIDF_00149)
CMY2-MIR-ACT-EC-NCBIFAM CMY2/MIR/ACT/EC family class C beta-lactamase (NFO12173.1) (JDDPIIDF_00147)
Outer membrane lipoprotein Blc (JDDPIIDF_00148)
151380 familytransposaseilSEﬁc‘Bil (JDDPIIDF_00146)
150

A Y

IMGPR_plasmid_2844059785_000001: 107,814-125,955 (+)
CMY2-MIR-ACT-EC-NCBIFAM CMY2/MIR/ACT/EC family class C beta-lactamase (NFO12173.1) (BNALGOEL_00089)
151380 family transposase ISEcp1 (BNALGOEL_00086)
Outer membrane lipoprotein Blc (BNALGOEL_00090)
151380 family transposase ISEcp1 (BNALGOEL_00087)
\ 77878 \ \ SMR_qgac_FL-NCBIFAM QacF/QacL family quaternary ammonium compound efflux SMR transporter (NFO0O0067.2) (BNALGOEL_00091)

YOO

IMGPR_plasmid_2561511241 000005: 55.052-73,182 (+)
SMR_gac_FL-NCBIFAM QacF/QacL family quaternary ammonium compound efflux SMR transporter (NFO00067.2) (KOBFOPIC_00099)
SMR_gac_FL-NCBIFAM QacF/QacL family quaternary ammonium compounﬁ efflux SMR transporter (NFO00067.2) (KOBFOPIC_00090)
CMY2-MIR-ACT-EC-NCBIFAM CMY2/MIR/ACT/EC family class'C beta-lactamase (NFO12173.1) (KOBFOPIC_00097)
CMY2-MIR-ACT-EC-NCBIFAM CMY2/MIR/ACT/EC family class C beta-lactamase (NFO12173.1) (KOBFOPIC_00092)
151380 family transposase ISEcp1 (KOBFOPIC_00094)
Outer membrane lipoprotein Blc (KOBFOPIC_00098)
Outer membrane Iipoprdtein Blc (K‘OBFOPIC_‘OOBTfl)
151380 family transposase ISEcp1 (KOBFOPIC,OOG@S)‘ ‘ ‘ ‘
151380 family transposase ISEcp1 (KOBFOPIC_00095)
86 89| [ 93 96 | || 100

- — — - D m
IMGPR _plasmid_642555157_000001: 56,577-84,826 (+)
SMR_gac_FL-NCBIFAM QacF/QacL family quaternary ammonium compound efflux SMR transporter (NFO00067.2) (FOHJHPCB_00098)
SMR_gac_FL-NCBIFAM QacF/QacL family quaternary ammonium compound efflux SMR transporter (NFO00067.2) (FOHJHPCB_00089)
CMY2-MIR-ACT-EC-NCBIFAM CMY2/MIR/ACT/EC family class C beta-lactamase (NFO12173.1) (FOHJHPCB_00096)
CMY2-MIR-ACT-EC-NCBIFAM CMY2/MIR/ACT/EC family class C beta-lactamase (NFO12173.1) (FOHJHPCB_00091)
151380 family transposase ISEcp1 (FOHJHPCB_00094)
Outer membrane ﬁpop‘rotein‘ Blc (FOHJHPCB_00097)
Outer membrane lipoprotein Blc (FOHJHPCB.00090)
151380 family transposase ISEcp1 (FOHJHPCB_00093)

88| | 92] 95| |]99

o b
IMGPR _plasmid_645047375_000001: 56577-84?826“
SMR_gac_FL-NCBIFAM QacF/QacL family quaternary ammonium compound efflux SMR transporter (NFO00067.2) (CCFGNMAB_00033)
CMY2-MIR-ACT-EC-NCBIFAM CMY2/MIR/ACT/EC family class C beta-lactamase (NFO12173.1) (CCFGNMAB_00035)
Outer membrane lipoprotein Blc (CCFGNMAB_00034)
151380 family transposase |SEcp1 (CCFGNMAB_00037)
T3 | [fs2 3 30

\MGPR_p\asm'\d»284784?80_050001: 19,588-38,955 (-)
SMR_gac_FL-NCBIFAM QacF/QacL family quaternary ammonium compound efflux SMR transporter (NFO00067.2) (JMLPFDLF_00085)
CMY2-MIR-ACT-EC-NCBIFAM CMY2/MIR/ACT/EC family class C beta-lactamase (NFO12173.1) (JMLPFDLF_00083)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (JMLPFDLF_00103)
anti-CRISPR-Cas evasion WDNA repair (AP1S185) (JMLPFDLF_00105)
putative cyclic di-GMP phosphodiesterase PdeG (JMLPFDLF_00093)
hiol:disulfide interchange protein DsbC (JMLPFDL@OOS&B) anti-CRISPR-Cas evasion by DNA repair (APIS133) (JMLPFDLF_00104)

Outer membrane lipoprotein Blc (JMLPFDLF_00084) anti-RM (APIS166) (JMLPFDLF_00101)
Protein TraC (JMLPFDLF_00089) 100
1S1380 family transposase ISEcp1 (JMLPFDLF_00081) 90 99
“Te2 | |]se 87 o192 | 94 95  969798| | 102 156 family transposase 1515 (JMLPFDLF_00106)

IMGPR_plasmid_2630968936_000004: 50,830-83,332 (+)
SMR_gac_FL-NCBIFAM QacF/QacL family quaternary ammonium compound efflux SMR transporter (NFO00067.2) (LLNPKJHB_00121)
CMY2-MIR-ACT-EC-NCBIFAM CMY2/MIR/ACT/EC family class C beta-lactamase (NFO12173.1) (LLNPKJHB_00119)
Outer membrane lipoprotein Blc (LLNPKJHB_00120)
18 | T 126 putative cyclic di-GMP phosphodiesterase PdeG (LLNPKJHB_00127)

YOO D

— -
IMGPR _plasmid_2925456605_000005: 79,331-98,646 (+)
SMR_gac_FL-NCBIFAM QacF/QacL family quaternary ammonium compound efflux SMR transporter (NFO00067.2) (PJINMJIJ_00116)
SMR _gac_FL-NCBIFAM QacF/QacL family quaternary ammonium compound efflux SMR transporter (NFO00067.2) (PJINMJIJ_00107)

ANT_3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NFO33127.1]
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2]

CMY2-MIR-ACT-EC-NCBIFAM CMY2/MIR/ACT/EC family class C beta-lactamase (NF012173.1) (PJINMJI1J_00114)
CMY2-MIR-ACT-EC-NCBIFAM CMY2/MIR/ACT/EC family class C beta-lactamase (NFO12173.1) (PJINMJIJ_00109)

Thiol:disulfide interchange protein DsbC (PJINMJIJ700103) ‘ Thiol:disulfide interchange protein DsbC (PJINMJIJ_00119)
1S1380 farnily transposaseTISEcpl (P‘JINMJIJ700112) trim_DfrA1‘2—NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA12 (NFO00053.2) (PJINMJ1J_00140)
Outer membrane Iipoproggin ?Ic (PJINM‘JIJ_(?0108‘) putative cyclic di-GMP phosphotﬂgsterase PdeG (PJINMJIJ_00124)
1S1380 family transposase ISEcp1 (PJINMJIJ_00101) Outer membrane lipoprotein Blc (PJINMJIJ_00115) 5ul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1)
151380 family transposase ISEcp1 (PJINMJIJ_OOlll) Protein TraC (PJINMJIJ_OOlZO) Tyrosine recombinase XerC (PJ
106 ‘ 122 128 130 133
102 104 105 | 110| 113 117 118 121 123 | 125 126  127]129] 131 132 | 134 136
- — — -
IMGPR _plasmid_2721755770_000001: 69,292-119,368 (+)
Thiol:disulfide interchange protein DsbC (GOKFGELH_00146)
1S1380 family transposase ISEcp1 (GOKFGELH_00144)
145 147
IMGPR _plasmid 2875648635 _000001: 112,424-120,319 (+)
1S1380 familytranipfsase ISEcp1 (HMEGFLEL_00017)
16
IMGPR_plasmid_2939086508_000002: 9,745-21,840 (-)
1
IMGPR_plasmid_2857228895_000001:422-9,668 (-)
81
[ 82 86 89 Protein TraC (FPENEHMK_00090)
IMGPR_plasmid_2909278081_000001: 50,960-66,117 (+)
86 87
IMGPR_plasmid_2872097386_000004:51,238-66,789 (+)
Thiol:disulfide interchange protein DsbC (JPALMHEI_00121)
Protein TraC (JPALMHEI_00122) 131
124 127 130 133
119 120 123 125126] 129 T432[134 135

IMGPR_plasmid_2907813880_000004: 84,642-108,437 (+)
1S1 family transposase 1S1D (BLHBPKEP_00002)
1S1 family transposgse IS1R (BLHBPKEP_00003)

T | DNA-invertase hin (BLHBPKEP_00001)

IMGPR _plasmid_2718218001_000002: 116-5,367 (-)
PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter Merk (NFO10310.2) (JLCIFBOK_00044)
PIcR-PapR quorum sensing(VFOééO) (JLCIFBOK_00045)
1S1 family transposase IS1D (JLCIFBOK_00047)
1S1 family transposase IS1R (JLCIFBOK_00048)
DNA-invertase hin (JLCIFBOK_00046)

CEEDH-KACKD!

\MGPR?p\asm'\dj7283?3837000003: 36,158-43,696 (-)
blaOXA-48_like-NCBIFAM OXA-48 family class D beta-lactamase (NFO00387.2) (MHHEGJOO_00131)
HTH-type transcriptional regulator DmIR (MHHEGJOO_00132)
‘ Tyrosine recombinase XerC (MHHEGJOO_00154)
1S4 family transposase IS10A (MHHEGJOO_00133)
| | DpdC_00006 DpdC (MHHEGJOO_00141)
Antitoxin Pem| (MHHEGJOO_00135) Plasmid segregation protein ParM (MHHEGJOO_00155)

MazEF_MazF (MHHEGJOO_00136) Protein StbB (MHHEGJOO_00156)
Protein UmuC (MHHEGJ0OO0_00138) 147 161 164
Protein UmuD (MHHEGJOO 00137) 145 149 153 162
139 142 144 (1487150152 158160 | 165
130 13 140 T143 T146 [ | 151]] 157159 | [163] 166

] - -
IMGPR _plasmid_2922799275_000003:91,321-117,047 (+)
[ 20000 nt i
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)




