
IMGPR_plasmid_2537561712_000004: 11,797-19,184 (+)

14 15

Transcription antitermination protein RfaH (CIJBIOHL_00016)

17
Replication initiation protein (CIJBIOHL_00018)

19 20

IMGPR_plasmid_2657245531_000001: 631-7,678 (-)

12

IMGPR_plasmid_2778261245_000001: 48,090-56,894 (+)

51 56 57 Tn3 family transposase ISEc63 (BFJMLKLA_00058)

IMGPR_plasmid_2609459960_000001: 284-9,030 (-)

123

IMGPR_plasmid_2541047714_000002: 55,789-67,407 (+)

64 65 66 Colicin Ia (VF1183) (FMFLPMOC_00067)

IMGPR_plasmid_2706794692_000002: 51,470-58,572 (+)

56

IMGPR_plasmid_3300014972_000001: 52,091-59,521 (+)

APH_6-NCBIFAM APH(6)-I family aminoglycoside O-phosphotransferase (NF012171.0) (PHKJOHDD_00060)
APH_3pp_Ib-NCBIFAM aminoglycoside O-phosphotransferase APH(3'')-Ib (NF032895.1) (PHKJOHDD_00061)

IMGPR_plasmid_3300029070_000002: 529-12,724 (-)

1

Protein of unknown function (Retron_VII_2__DUF3800) (HBIPMBAI_00002)

34
HEC-04 (HBIPMBAI_00005)

67

IMGPR_plasmid_2778261223_000004: 51,965-59,527 (+)

56 57 chaperon_ArsD-NCBIFAM arsenite efflux transporter metallochaperone ArsD (NF033727.1) (EOGDJBEI_00058)

IMGPR_plasmid_2778261674_000007: 54,665-61,634 (+)

58 IS110 family transposase IS1663 (ENEPONAF_00063)

IMGPR_plasmid_2778261640_000007: 322-9,626 (-)

1
Tn3 family transposase TnEc1 (GIDFCLML_00002)

IMGPR_plasmid_2563366881_000003: 169-10,301 (-)

1
Tn3 family transposase TnAs1 (IJLMILGC_00002)

3

IMGPR_plasmid_2711768035_000011: 11,696-21,017 (+)

19
IS3 family transposase IS2 (PMIHCHPP_00020)

21

IMGPR_plasmid_2778261067_000003: 57,158-63,392 (+)

66 67

IMGPR_plasmid_2698536382_000001: 55,423-63,253 (+)

64
Toxin RelE2 (EGBJPCEK_00065)

3'-5' exonuclease DinG (EGBJPCEK_00066)

IMGPR_plasmid_2740892213_000007: 11,638-19,951 (+)

18
IS91 family transposase IS91 (EMHOBKBC_00019)

20

IMGPR_plasmid_2534681951_000001: 99-6,406 (-)

mRNA interferase toxin RelE (LBOEEFCJ_00001)2

IMGPR_plasmid_2541047899_000001: 54,546-65,854 (+)

62
F1 antigen (VF0138) (NEIKBLMO_00063)
CS31A capsule-like antigen (VF1147) (NEIKBLMO_00064)

REPEC fimbriae (VF1142) (NEIKBLMO_00065)

IMGPR_plasmid_2902076858_000010: 88-10,619 (-)

1
Plasmid segregation protein ParM (KHHPAPBO_00002)

3456

IMGPR_plasmid_2675903330_000002: 2-16,147 (-)

Protein UmuC (IIIAPGGL_00001)23

Beta-lactamase TEM (IIIAPGGL_00004)
Transposon Tn3 resolvase (IIIAPGGL_00005)

Tn3 family transposase Tn2 (IIIAPGGL_00006)
789

IMGPR_plasmid_3300029875_000003: 53,602-65,483 (+)

59 60 61 62 63 64 65 66

IMGPR_plasmid_3300029650_000004: 52,173-60,008 (+)

61 62 63 64

IMGPR_plasmid_2671180805_000003: 49,888-57,779 (+)

Replication initiation protein (OMJGNMGL_00055)
56 57 58

IMGPR_plasmid_2529293061_000008: 12,720-24,711 (+)

20 21
22

23 24 25

DrmD_00013 DrmD (MJEBKHKL_00026)

27
IS91 family transposase ISEc37 (MJEBKHKL_00028)

29

IMGPR_plasmid_2529293064_000002: 50,127-60,222 (+)

57 58
59

60 61 62

DrmD_00013 DrmD (CJEHIIFL_00063)

64

IMGPR_plasmid_2529293063_000008: 11,962-23,581 (+)

20 21
22

23 24 25

DrmD_00013 DrmD (BJLGBHKF_00026)

27 IS91 family transposase ISEc37 (BJLGBHKF_00028)

IMGPR_plasmid_2695420422_000001: 17-6,755 (-)

Replication initiation protein (NHLNOJEJ_00001)78

IMGPR_plasmid_2648501141_000003: 11,269-21,357 (+)

17
IS91 family transposase ISSbo1 (AIDMKCLK_00018)

19

Tunicamycin resistance protein (AIDMKCLK_00020)
AAC_3_II-NCBIFAM AAC(3)-II family aminoglycoside N-acetyltransferase (NF033080.0) (AIDMKCLK_00021)

Beta-lactamase TEM-12 (AIDMKCLK_00022)

IMGPR_plasmid_2579778916_000002: 14,212-25,329 (-)

Outer membrane lipoprotein Blc (FOKLGJAE_00021)

CMY2-MIR-ACT-EC-NCBIFAM CMY2/MIR/ACT/EC family class C beta-lactamase (NF012173.1) (FOKLGJAE_00022)

23
IS1380 family transposase ISEcp1 (FOKLGJAE_00024)

2931

IMGPR_plasmid_2534681704_000002: 167-14,389 (-)

12
Tyrosine recombinase XerC (CCNNPLDI_00003)

4

ISNCY family transposase ISEsa1 (CCNNPLDI_00005)
IS3 family transposase ISKpn38 (CCNNPLDI_00006)

SodCI (VF0109) (CCNNPLDI_00007)

8
Toxin RelE2 (CCNNPLDI_00009)

10

IMGPR_plasmid_2660238507_000006: 146-15,767 (-)

PDC-S67_WP_013220863.1 (HNEOKINP_00001)234
OmpD (VF0969) (HNEOKINP_00005)

HTH-type transcriptional regulator AppY (HNEOKINP_00006)

7891011
mRNA interferase toxin RelE (HNEOKINP_00012)

13

IMGPR_plasmid_2734482546_000005: 4,746-22,493 (-)

9101112131415

Sul2-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (CFLFCOKF_00016)
APH_3pp_Ib-NCBIFAM aminoglycoside O-phosphotransferase APH(3'')-Ib (NF032895.1) (CFLFCOKF_00017)

Beta-lactamase TEM (CFLFCOKF_00018)

Transposon Tn3 resolvase (CFLFCOKF_00019)
IS6 family transposase IS26 (CFLFCOKF_00020)

21

IMGPR_plasmid_2734482560_000003: 53,981-76,552 (+)

59

Toxin RelE2 (AECNNHBM_00060)
3'-5' exonuclease DinG (AECNNHBM_00061)

62
TnsC_0_V-K (AECNNHBM_00063)

64

DrmD_00013 DrmD (AECNNHBM_00065)

66

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (AECNNHBM_00067)
SMR_qac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (AECNNHBM_00068)

ANT_3pp_AadA3-NCBIFAM ANT(3'')-Ia family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (AECNNHBM_00069)

Tyrosine recombinase XerC (AECNNHBM_00070)

71

DNA-invertase hin (AECNNHBM_00072)
Tn3 family transposase TnAs3 (AECNNHBM_00073)

74 75 76

IMGPR_plasmid_2728369554_000004: 182-24,246 (-)

PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (KCOBJLBG_00001)

putative signaling protein (KCOBJLBG_00002)

3
TnsC_0_V-K (KCOBJLBG_00004)

5

DrmD_00013 DrmD (KCOBJLBG_00006)

7

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (KCOBJLBG_00008)

SMR_qac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (KCOBJLBG_00009)
ANT_3pp_AadA3-NCBIFAM ANT(3'')-Ia family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (KCOBJLBG_00010)

Tyrosine recombinase XerC (KCOBJLBG_00011)

12
DNA-invertase hin (KCOBJLBG_00013)

Tn3 family transposase TnAs3 (KCOBJLBG_00014)

1516
17

1819

mRNA interferase toxin RelE (KCOBJLBG_00020)

2126
27

28

IMGPR_plasmid_2681813307_000014: 14,193-28,548 (+)

IS91 family transposase ISSbo1 (PDJFCCHG_00022)23
Tn3 family transposase TnAs1 (PDJFCCHG_00024)

DNA-invertase hin (PDJFCCHG_00025)

26

Tyrosine recombinase XerC (PDJFCCHG_00027)
trim_DfrA1_like-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA (NF000330.1) (PDJFCCHG_00028)

ANT_3pp_AadA3-NCBIFAM ANT(3'')-Ia family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (PDJFCCHG_00029)

9000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


