
IMGPR_plasmid_2937091812_000043: 8-24,231 (+)

Xylose transport system permease protein XylH (FPPBJLCL_00001)
ABC-type heme transporter (VF0739) (FPPBJLCL_00002)

tRNA-Arg(ccg)

IS481 family transposase ISHne2 (FPPBJLCL_00004)

45 6 7 8 9

Multifunctional non-homologous end joining protein LigD (FPPBJLCL_00011)

11
12

13

N-acetylgalactosamine-6-O-sulfatase (FPPBJLCL_00015)

15 16 17 1819 20
21

2223 24 25 26
putative hydrolase YcaC (FPPBJLCL_00028)

Non-homologous end joining protein Ku (FPPBJLCL_00029)
Non-homologous end joining protein Ku (FPPBJLCL_00030)

30

IMGPR_plasmid_2916035215_000023: 365-18,785 (+)

1

Multifunctional non-homologous end joining protein LigD (LNMCEGBL_00002)

3 4 5

N-acetylgalactosamine-6-O-sulfatase (LNMCEGBL_00006)

7 8 9 1011 12
13

1415 16 17

IMGPR_plasmid_2921244191_000025: 20-12,286 (+)

1 2 3 4 5 67 8
Bifunctional hemolysin/adenylate cyclase (BAGKGOAF_00009)

10

IMGPR_plasmid_2915993759_000028: 61,818-73,480 (-)

72737475
76

77787980

IMGPR_plasmid_2921282425_000029: 61,585-72,893 (-)
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Bifunctional hemolysin/adenylate cyclase (JMFKKCHL_00074)

7576
77

78798081

IMGPR_plasmid_2937071275_000048: 318-13,247 (+)

1 2 3

Serralysin A (MKFIOOMF_00004)

5 67 8

Bifunctional hemolysin/adenylate cyclase (MKFIOOMF_00009)

10
11

12 17 18 2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (MKFIOOMF_00019)

IMGPR_plasmid_2937063883_000059: 62-21,406 (+)

1 2 3 4
Tn3 family transposase ISYps3 (GHFCOHHI_00005)

6 7 8 9 10 1112 13

IS481 family transposase ISHne2 (GHFCOHHI_00014)

15 16
17

18 19

Bifunctional hemolysin/adenylate cyclase (GHFCOHHI_00020)

21

IMGPR_plasmid_2937016420_000034: 61,601-90,522 (-)

71

Bifunctional hemolysin/adenylate cyclase (NMDJDAIB_00072)

7374
75

7677

IS481 family transposase ISHne2 (NMDJDAIB_00078)
ABC-type heme transporter (VF0739) (NMDJDAIB_00080)

Xylose transport system permease protein XylH (NMDJDAIB_00081)

D-xylose-binding periplasmic protein (NMDJDAIB_00082)

N-acetylglucosamine repressor (NMDJDAIB_00083)

putative signaling protein (NMDJDAIB_00084)
Inositol 2-dehydrogenase (NMDJDAIB_00085)

85
86

87

HTH-type transcriptional regulator GbpR (NMDJDAIB_00089)

Multiple sugar-binding periplasmic receptor ChvE (NMDJDAIB_00090)

Xylose import ATP-binding protein XylG (NMDJDAIB_00091)

Xylose transport system permease protein XylH (NMDJDAIB_00092)

9293

IMGPR_plasmid_3300027111_000476: 603-28,718 (+)

1

Xylose transport system permease protein XylH (PIBBABCE_00002)

Xylose import ATP-binding protein XylG (PIBBABCE_00003)

Multiple sugar-binding periplasmic receptor ChvE (PIBBABCE_00004)

HTH-type transcriptional regulator GbpR (PIBBABCE_00005)

6 7 8

Inositol 2-dehydrogenase (PIBBABCE_00009)
putative signaling protein (PIBBABCE_00010)

N-acetylglucosamine repressor (PIBBABCE_00011)

D-xylose-binding periplasmic protein (PIBBABCE_00012)

Xylose transport system permease protein XylH (PIBBABCE_00013)

ABC-type heme transporter (VF0739) (PIBBABCE_00014)

IS481 family transposase ISHne2 (PIBBABCE_00016)

16 17
18

19 20

Bifunctional hemolysin/adenylate cyclase (PIBBABCE_00022)

22

IMGPR_plasmid_2924172951_000033: 61,805-89,932 (-)
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Bifunctional hemolysin/adenylate cyclase (GBNOKEKE_00073)

7475
76

77787980

ABC-type heme transporter (VF0739) (GBNOKEKE_00082)

Xylose transport system permease protein XylH (GBNOKEKE_00083)

D-xylose-binding periplasmic protein (GBNOKEKE_00084)

N-acetylglucosamine repressor (GBNOKEKE_00085)
putative signaling protein (GBNOKEKE_00086)

CdpA (VF0432) (GBNOKEKE_00087)
Inositol 2-dehydrogenase (GBNOKEKE_00088)

88
89

90

HTH-type transcriptional regulator GbpR (GBNOKEKE_00092)

Multiple sugar-binding periplasmic receptor ChvE (GBNOKEKE_00093)

Xylose import ATP-binding protein XylG (GBNOKEKE_00094)

Xylose transport system permease protein XylH (GBNOKEKE_00095)

95

IMGPR_plasmid_2916028427_000042: 470-28,597 (+)

1

Xylose transport system permease protein XylH (CNEAAKMJ_00002)

Xylose import ATP-binding protein XylG (CNEAAKMJ_00003)

Multiple sugar-binding periplasmic receptor ChvE (CNEAAKMJ_00004)

HTH-type transcriptional regulator GbpR (CNEAAKMJ_00005)

6 7 8

Inositol 2-dehydrogenase (CNEAAKMJ_00009)
CdpA (VF0432) (CNEAAKMJ_00010)

putative signaling protein (CNEAAKMJ_00011)
N-acetylglucosamine repressor (CNEAAKMJ_00012)

D-xylose-binding periplasmic protein (CNEAAKMJ_00013)

Xylose transport system permease protein XylH (CNEAAKMJ_00014)

ABC-type heme transporter (VF0739) (CNEAAKMJ_00015)

16 17 18 19
20

21 22

Bifunctional hemolysin/adenylate cyclase (CNEAAKMJ_00024)

24

IMGPR_plasmid_2916055098_000037: 589-28,716 (+)

1

Xylose transport system permease protein XylH (HFFJCMNM_00002)

Xylose import ATP-binding protein XylG (HFFJCMNM_00003)

Multiple sugar-binding periplasmic receptor ChvE (HFFJCMNM_00004)

HTH-type transcriptional regulator GbpR (HFFJCMNM_00005)

6 7 8

Inositol 2-dehydrogenase (HFFJCMNM_00009)
CdpA (VF0432) (HFFJCMNM_00010)

putative signaling protein (HFFJCMNM_00011)
N-acetylglucosamine repressor (HFFJCMNM_00012)

D-xylose-binding periplasmic protein (HFFJCMNM_00013)

Xylose transport system permease protein XylH (HFFJCMNM_00014)

ABC-type heme transporter (VF0739) (HFFJCMNM_00015)

16 17 18 19
20

21 22

Bifunctional hemolysin/adenylate cyclase (HFFJCMNM_00024)

24

IMGPR_plasmid_2937106411_000031: 62,086-96,910 (-)
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Bifunctional hemolysin/adenylate cyclase (FILLNBMO_00074)

7576
77

787980
81

82

Response regulator receiver protein CpdR (FILLNBMO_00083)

8485
86

Multifunctional non-homologous end joining protein LigD (FILLNBMO_00087)

8889
90

91

ABC-type heme transporter (VF0739) (FILLNBMO_00093)

Xylose transport system permease protein XylH (FILLNBMO_00094)

D-xylose-binding periplasmic protein (FILLNBMO_00095)
N-acetylglucosamine repressor (FILLNBMO_00096)

putative signaling protein (FILLNBMO_00097)
Inositol 2-dehydrogenase (FILLNBMO_00098)

9899

HTH-type transcriptional regulator GbpR (FILLNBMO_00101)

Multiple sugar-binding periplasmic receptor ChvE (FILLNBMO_00102)

Xylose import ATP-binding protein XylG (FILLNBMO_00103)

Xylose transport system permease protein XylH (FILLNBMO_00104)

104

IMGPR_plasmid_2924228884_000032: 673-35,503 (+)

1

Xylose transport system permease protein XylH (LKKLAKCO_00002)

Xylose import ATP-binding protein XylG (LKKLAKCO_00003)

Multiple sugar-binding periplasmic receptor ChvE (LKKLAKCO_00004)

HTH-type transcriptional regulator GbpR (LKKLAKCO_00005)

6 7

Inositol 2-dehydrogenase (LKKLAKCO_00008)
putative signaling protein (LKKLAKCO_00009)

N-acetylglucosamine repressor (LKKLAKCO_00010)
D-xylose-binding periplasmic protein (LKKLAKCO_00011)

Xylose transport system permease protein XylH (LKKLAKCO_00012)

ABC-type heme transporter (VF0739) (LKKLAKCO_00013)

14
15

16 17

Multifunctional non-homologous end joining protein LigD (LKKLAKCO_00019)

19
20 21

Response regulator receiver protein CpdR (LKKLAKCO_00023)

23
24

25 26 27
28

29 30

Bifunctional hemolysin/adenylate cyclase (LKKLAKCO_00032)

32

IMGPR_plasmid_2551306089_000040: 62,030-104,809 (-)

75

Bifunctional hemolysin/adenylate cyclase (HGOFHLDE_00076)

7778
79

80

IS481 family transposase ISHne2 (HGOFHLDE_00081)

ABC-type heme transporter (VF0739) (HGOFHLDE_00083)

Xylose transport system permease protein XylH (HGOFHLDE_00084)

D-xylose-binding periplasmic protein (HGOFHLDE_00085)

N-acetylglucosamine repressor (HGOFHLDE_00086)

putative signaling protein (HGOFHLDE_00087)
Inositol 2-dehydrogenase (HGOFHLDE_00088)

8889

HTH-type transcriptional regulator GbpR (HGOFHLDE_00091)

Multiple sugar-binding periplasmic receptor ChvE (HGOFHLDE_00092)

Xylose import ATP-binding protein XylG (HGOFHLDE_00093)

Xylose transport system permease protein XylH (HGOFHLDE_00094)

94

Aldehyde dehydrogenase, thermostable (HGOFHLDE_00096)

L-arabonate dehydratase (HGOFHLDE_00097)

97
putative protein (HGOFHLDE_00099)

99

putative protein (HGOFHLDE_00101)

101
102

103104

Cation efflux system protein CusA (HGOFHLDE_00106)

106

IMGPR_plasmid_2921257292_000032: 13-19,926 (+)

Inositol 2-dehydrogenase (JGCGLKNK_00001)
putative signaling protein (JGCGLKNK_00002)

N-acetylglucosamine repressor (JGCGLKNK_00003)

D-xylose-binding periplasmic protein (JGCGLKNK_00004)

Xylose transport system permease protein XylH (JGCGLKNK_00005)

ABC-type heme transporter (VF0739) (JGCGLKNK_00006)

IS481 family transposase ISHne2 (JGCGLKNK_00008)

8 9
10

1112

Bifunctional hemolysin/adenylate cyclase (JGCGLKNK_00014)

14

IMGPR_plasmid_2937002841_000027: 56,695-64,825 (-)

Tryptophan decarboxylase (OKMIELJG_00061)6263
64

66

IMGPR_plasmid_2551306086_000071: 49,894-55,856 (-)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (KPJOGKHP_00056)
putative hydrolase YcaC (KPJOGKHP_00060)

IMGPR_plasmid_2937113482_000021: 38-4,227 (+)

IS256 family transposase ISRm5 (OFHNEPKG_00001)

IMGPR_plasmid_2597490346_000028: 63,029-67,218 (-)

IS256 family transposase ISRm5 (NCPDHFGH_00072)

IMGPR_plasmid_2510065056_000025: 84,887-90,783 (-)

putative hydrolase YcaC (JIJPNNKA_00095)
IS256 family transposase ISRm5 (JIJPNNKA_00097)

IMGPR_plasmid_2924207177_000041: 168-23,246 (+)

putative 2-dehydro-3-deoxygalactonokinase DgoK1 (LOAPMOCC_00001)

L-2-keto-3-deoxyarabonate dehydratase (LOAPMOCC_00002)
D-galactarolactone cycloisomerase (LOAPMOCC_00003)

4

Inner membrane ABC transporter permease protein YcjO (LOAPMOCC_00005)
Diacetylchitobiose uptake system permease protein DasC (LOAPMOCC_00006)

Trehalose import ATP-binding protein SugC (LOAPMOCC_00007)

LPS (VF0085) (LOAPMOCC_00008)

9

Michele_1A_hits_grouped (LOAPMOCC_00010)

11
12

13
14

Glycerol-3-phosphate regulon repressor (LOAPMOCC_00015)

16 17 18 19
20

IS256 family transposase ISRm5 (LOAPMOCC_00021)
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