
IMGPR_plasmid_3300010344_000005: 18,095-22,052 (+)

21 22 23 24 25 mads_8 (EHHAJHBL_00026)

IMGPR_plasmid_3300024305_000001: 14-3,747 (-)

mads_8 (CKPEFAGG_00001)

IMGPR_plasmid_3300033997_000019: 15,550-18,307 (+)

21

IMGPR_plasmid_2713897178_000004: 15,800-20,419 (+)

23 24

IMGPR_plasmid_3300011892_000008: 83-4,858 (-)

12

IMGPR_plasmid_3300025618_000031: 45-3,153 (-)

1

IMGPR_plasmid_3300014051_000005: 82-3,867 (-)

16

IMGPR_plasmid_2700989386_000001: 13-9,127 (-)

12
Lamassu-Fam__LmuB_SMC_Mrr (NHKIHDMK_00003)

Lamassu-Fam__LmuC_acc_Mrr (NHKIHDMK_00004)

Lamassu-Fam__LmuA_effector_Mrr (NHKIHDMK_00005)

6

IMGPR_plasmid_3300009998_000133: 13,722-22,848 (+)

20

Lamassu-Fam__LmuA_effector_Mrr (HBFCAIFG_00021)

Lamassu-Fam__LmuC_acc_Mrr (HBFCAIFG_00022)
Lamassu-Fam__LmuB_SMC_Mrr (HBFCAIFG_00023)

24 25

IMGPR_plasmid_2507262021_000003: 23,118-28,571 (+)

26 27 28

IMGPR_plasmid_3300033997_000058: 14,382-17,081 (+)

21

IMGPR_plasmid_2657245007_000002: 17,368-20,143 (+)

23

IMGPR_plasmid_3300011777_000002: 16,769-20,034 (+)

22 23

IMGPR_plasmid_2663763329_000001: 3,370-12,551 (-)

5

Protein of unknown function (Retron_VII_2__DUF3800) (EIGOMAHH_00006)

78
Bacteriophage abortive infection AbiH__AbiH (EIGOMAHH_00009)

IMGPR_plasmid_3300025858_000002: 51-9,664 (-)

1234567

IMGPR_plasmid_3300013132_000010: 16,221-26,946 (+)

23 24 25 26 27 28 29 30 31

IMGPR_plasmid_3300006077_000015: 17,265-25,199 (+)

24 25 26 27 28 29 30

IMGPR_plasmid_2693429729_000001: 39-10,154 (-)

12345679

IMGPR_plasmid_3300034523_000076: 86-9,929 (-)

12345678

IMGPR_plasmid_3300025866_000001: 28-10,424 (-)

1234567

IMGPR_plasmid_2734482397_000005: 138-9,592 (-)

12345678

IMGPR_plasmid_3300009944_000008: 16,700-25,560 (+)

22 23 24 25 26 27 28

IMGPR_plasmid_3300034682_000153: 43,457-55,949 (+)

44 45 46 47 48 49 50 51 52 53 54

IMGPR_plasmid_3300034522_000044: 48-12,540 (-)

1234567891011

IMGPR_plasmid_3300009372_000006: 15,556-28,568 (+)

22 23 24 25 26 27 28 29 30 31 32 33

IMGPR_plasmid_3300010223_000009: 16,343-28,880 (+)

23 24 25 26 27 28 GajB_00002 UrvD (CBIEFOGF_00029)
GajA_00026 AAA (CBIEFOGF_00030)

31 32

IMGPR_plasmid_2648501314_000002: 16,878-23,529 (+)

22 23 24 25 26

5000 nt

defence (DefenseFinder) defence (PADLOC)


