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IMGPR_plasmid_3300009372_000006: 104-4,871 (+)
23

IMGPR_plasmid_3300007754_000003: 15,763-20,530 (-)
32

IMGPR_plasmid_3300034522_000044:23,261-28,381 (-)
1 5

IMGPR_plasmid_3300013132_000010: 139-5,500 (+)

HTH-type transcriptional regulatory protein GabR (JNAMNFAN_00001)
2

IMGPR_plasmid_3300011777_000002: 79-6,708 (+)

2-dehydro-3-deoxyphosphooctonate aldolase (NKBEDJNF_00002)
1 3

IMGPR _plasmid_2657245007_000002: 130-7,313 (+)
Fatty acid resistance protein FarB (NEBOGCCK_00030)
FarAB (VF0450) (NEBOGCCK_00029)
| 28 27 26 25
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IMGPR_plasmid_2919569530_000001: 17,088-28,103 (-)
80 7978 77 76

IMGPR _plasmid_3300000052_000021: 63,407-71,357 (-)
27 26 2524 23 22

IMGPR _plasmid_3300025683_000014: 14,479-23,389 (-)
323130 29 28

IMGPR_plasmid_3300025877_000001:21,191-28,484 (-)
i |25 4 5

IMGPR_plasmid_3300010344_000005: 63-7,356 (+)
efflux. OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (KPIDMCBF_00029)
28 27 26 2524 23 22

a1 ) OO ETTTTA

L e ———
IMGPR_plasmid_3300025618_000031: 13,892-26,344 (-)
ISL3 family transposase ISlde1 (MBMGCJEK_00001)

IMGPR_plasmid_2695420909_000003: 80-7,174 (+)
UvrABC system protein A (JNEFJHMI_00055)

IMGPR_plasmid_3300000052_000022:41,323-47,517 (-)
UvrABC system protein A (PFIOCABM_00024)
Na(+)/H(+) antiporter NhaA (PFIOCABM_00025) 23

HOD DA

IMGPR_plasmid_3300024984_000014: 15,467-25,214 (-)
Na(+)/H(+) antiporter NhaA (PLOJMJGK_00001)
UvrABC system protein A (PLOJMJGK_00002) 3
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IMGPR _plasmid_2526164568 _000001: 18-9,765 (+)
Na(+)/H(+) antiporter NhaA (JGCELOCJ_00001)
UvrABC system protein A (JGCELOCJ_00002)
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IMGPR_plasmid_2507262023_000001: 31-9,406 (+)

Na(+)/H(+) antiporter NhaA (NIMPNMPO_00060)
UvrABC system protein A (NIMPNMPO_00059)

IMGPR_plasmid_3300006023_000052: 46,633-55,827 (-)

1S1595 family transposase ISXca4 (LNIKCMKO_00063)
1S5 family transposase 1S52 (LNIKCMKO_00064)

IMGPR _plasmid_2657245151_000001: 55,841-64,018 (-)
1S1595 family transposase ISXca4 (EIGOMAHH_00030)
1S5 family transposase 1S52 (EIGOMAHH_00031)

\ 29

IMGPR_plasmid_266376332%9_000001: 22,600-31,140 (-)

Efflux pump membrane transporter BepE (GEBLOJDO_00016)
17 T RND-peri-MexE-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexE (NFO45904.1) (GEBLOJDO_00015)

I
IMGPR _plasmid_2724679040_000002: 9,088-18,278 (-)
HTH-type transcriptional repressor NanR (CKCLOKBI_00019)
Riboflavin transporter RfnT (CKCLOKBI_00022)
21 20 \ 18 17 16 2-dehydro-3-deoxyphosphooctonate aldolase (CKCLOKBI_00015)
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IMGPR_plasmid_3300013655_000002: 9,039-19,818 (-)

HTH-type transcriptional repressor NanR (IGGGLEBL_00067)

Riboflavin transporter RfnT (IGGGLEBL_00070)

169 68 | 66 65 64 2-dehydro-3-deoxyphosphooctonate aldolase (IGGGLEBL_ 00063)
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IMGPR _plasmid_2551306414_000002: 50,718-61,525 (-)
HTH-type transcriptional repressor NanR (FGCJPENC_00003)
1 2 4 5 6 2-dehydro-3-deoxyphosphooctonate aldolase (FGCJPENC_00007)
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IMGPR_plasmid_3300005046_000086: 195-10,572 (+)

Riboflavin transporter RfnT (JFEDOGPNJ_00001)
2 S 4 5 6 7 8 2-dehydro-3-deoxyphosphooctonate aldolase (JFDOGPNJ_00009)

IMGPR_plasmid_3300038724_000003: 3-10,767 (+)

MerA-TIGRFAMs TIGRFAMSs: mercury(ll) reductase (TIGR02053.1) (PJMDCPCC_00075)
HTH-type transcriptional repressor NanR (PJMDCPCC_00071)
Riboflavin transporter RfnT (PJMDCPCC_00077)
Riboflavin transporter RfnT (PJMDCPCC_00074)
75 \ 72 71 \ 69 68 67 2-dehydro-3-deoxyphosphooctonate aldolase (PJMDCPCC_00067)
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IMGPR_plasmid_3300011930_000002: 53456-67,745 (-)

HTH-type transcriptional dual regulator CecR (GMLBAKDH_00070)
retron_type_VI_hth_cluster2_1 (GMLBAK5H700072)
Michele_2A_hits_grouped (GMLBAKDH_00073)
77 76 75 74 | 71 | 69 68
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IMGPR_plasmid_3300013713_000001:55,887-70,086 (-)
7 8 9 10 11 12
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IMGPR_plasmid_2645728040_000001: 2,526-13,868 (+)
17

IMGPR_plasmid_3300009600_000001: 7,782-19,136 (-)
16 13

IMGPR_plasmid_2816332546_000001: 4,993-16,335 (-)
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IMGPR _plasmid 2651869829 000001:2,526-15,279 (+)
Ribonuclease toxin YhaV (CBIEFOGF_00004)
3 8

IMGPR_plasmid_3300010223_000009: 1,761-7,920 (+) |
RtcR_PspF1--CARF_AAA_HTH_RtcR_PspF1--CARF_AAA_HTH (KLEIGPLD_00007)
Na(+)/H(+) antiporter subunit C1 (KLEIGPLD_00013)
Na(+)/H(+) antiporter subunit E (KLEIGPLD_00011)
Na(+)/H(+) antiporter‘subunit B (KLEIGPLD_00014)
Adaptive-response sensory-kinase SasA (KLEIGPLD_OdOOB)

Hca operon transcriptional activator HcaR(KLEIGPLD_OOOOS) Na(+)/H(+) antidortersubunitD(KL IGPLD_00012)
1 2 Lsp(VF0351) (KLEIGPLD_00006) 7 8 \ \ \ Na(+)/H(+) antiporter subunit A (KLEIGPLD_00015)
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IMGPR_plasmid_3300003176_000006: 573-20,094 (+)

PRK13752.1-PRK PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NFO10315.0) (NHJJGFPG_00005)
HTH-type transcriptional repressor CzrA (NHJJGFPG_OOM
Riboflavin traﬁsporter RfnT (NHJJGFPG_00006) Glycine cleavage system transcriptional activator (NHJJGFPG_00014)
Cadmium, cobalt and zinc/H(+)-K(+) antiporter (NHJJGFPG,‘OOOOZ) Michele_1B_hits_grouped (NHJJGFPG_00008)
‘ }Alcohol dehydrogenase (NHJJGFPG_00007) Michele_1A _hits_grouped (NHJJGFPG_00013)
1 Copper exporter (VF0849) (NHJJGFPG_00004) | | 9 10 11 12 | 15
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IMGPR _plasmid_2630968562_000005: 164-20,503 (+)
} 8000 nt {
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




