
IMGPR_plasmid_3300029616_000063: 8,601-23,271 (+)

11

mads_8 (ANACLAJD_00012)
GTP 3',8-cyclase (ANACLAJD_00013)

14 15 16 17 18

tet_ABC_46_B-NCBIFAM tetracycline efflux ABC transporter Tet(46) subunit B (NF000475.1) (ANACLAJD_00019)

20 21 22 23 24

IMGPR_plasmid_3300029402_000060: 7,936-21,624 (+)

10 18

IMGPR_plasmid_3300029427_000088: 7,921-20,491 (+)

tet_ABC_46_A-NCBIFAM tetracycline efflux ABC transporter Tet(46) subunit A (NF000474.1) (IOHIJLAG_00016)

IMGPR_plasmid_3300039322_000045: 6,694-22,313 (+)

9 10 GTP 3',8-cyclase (EDLGJBJJ_00014) 15 16 17 18 tet_ABC_46_A-NCBIFAM tetracycline efflux ABC transporter Tet(46) subunit A (NF000474.1) (EDLGJBJJ_00021)

IMGPR_plasmid_3300029698_000103: 2,310-17,185 (+)

GTP 3',8-cyclase (OKKFOKJH_00009) 10 11 12 13 Lipid A export ATP-binding/permease protein MsbA (OKKFOKJH_00017)

IMGPR_plasmid_3300029764_000135: 3,408-19,561 (-)

ABC transporter (VF0818) (KMCMEFKA_00006)
IS630 family transposase ISSac1 (KMCMEFKA_00009)

10111213GTP 3',8-cyclase (KMCMEFKA_00014)

IMGPR_plasmid_3300029665_000069: 6,164-22,317 (+)

GTP 3',8-cyclase (ODJCBDEP_00013) 14 15 16 17 IS630 family transposase ISSac1 (ODJCBDEP_00018)

IMGPR_plasmid_3300029618_000091: 1,842-13,939 (-)

GTP 3',8-cyclase (OKKIDJHH_00008)

IMGPR_plasmid_7000000509_000013: 4,066-16,163 (+)

GTP 3',8-cyclase (HIKONDBM_00010)

IMGPR_plasmid_3300029706_000080: 981-13,276 (-)

Lipid A export ATP-binding/permease protein MsbA (PFKCHGAN_00007)

IMGPR_plasmid_3300029884_000050: 14,001-25,745 (+)

GTP 3',8-cyclase (AHAEJBJC_00027) 22

IMGPR_plasmid_3300029789_000118: 1,728-13,534 (-)

GTP 3',8-cyclase (KDOMKIEP_00008)

IMGPR_plasmid_3300007138_000024: 1,589-14,582 (-)

7

IMGPR_plasmid_3300039336_000040: 7,124-19,744 (+)

GTP 3',8-cyclase (LGIAFEDM_00014)

IMGPR_plasmid_3300029615_000050: 3,554-16,209 (-)

GTP 3',8-cyclase (CGODCJFG_00009)

IMGPR_plasmid_3300029100_000029: 14,968-27,072 (+)

18

6000 nt

defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


