Plasmid segregation protein ParM (GKDACIDH_00010) Transcription antitermination protein RfaH (GKDACIDH_00019)
3'-5" exonuclease DinG (GKDACIDH_00015)

MTase_|I_00014 Type (GKDACIDH,OOOOB‘ Toxin RelE2 (GKDACIDH_00016)
anti-RM (APIS037) (GKDACIDH_00003) ~ Gabija_GajB_2 (GKDACIDH_00012) Inner membrane protein YqiJ (GKDACIDH_00021)
12 [ 45 67 | 9 | 11 13 14 17 18 | 20 Inner membrane protein YqiK (GKDACIDH_00022)

-_— —
IMGPR _plasmid 2541047678 _000003: 215-18,336 (+)
Plasmid segregation protein ParM (JKAHMJPL_00006)
3'-5' exonuclease DinG (JKAHMJPL_00011)

MTase_I_00014 Type (JKAHMJPL_00004) Toxin RelE2 (JKAHMJPL_00012)
Gabija_GajB_2 (JKAHMJPL_00008)
1 23 5 |7 9 10 13

— I
IMGPR_plasmid_2623620498_000003: 24-16,494 (+)
Plasmid segregation protein ParM (MCFBFFCH_00012)
Tyrosine recombinase XerC (MCFBFFCH_00015)
MTase_lI_00014 Type (MCFBFFCH_00008) 156 family transposase 1515 (MCFBFFCH_00019)
anti-RM (APIS037) (MCFBFFCH_00003) 3'-5"exonuclease DinG (MCFBFFCH_00023)
12 [ 4 5 67 | 9 1011 13 14 16 17 18 | 2021 22 2425

@@ H@E-cd—@aEdc—miEa @ @—C - oD

-_— L ___J
IMGPR _plasmid_2563366835_000002: 264-22,288 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (LGBBAADJ_00007)

anti-SOS response (AP1S180) (LGBBAAE‘?OOOO4) Plasmid segregation protein ParM (LGBBAADJ_00017)
ArdA anti-RM (API5003) (LGBBAADJ_00001) MTase_Il_00014 Type (LGBBAADJ_00015)
| anti-RM (APIS037) (LGBBAADJ_00010) mRNA interferase toxin RelE (LGBBAADJ_00029)
Nucle0|d occlu5|on protein (LGBBAADJ 00005) 14 Gabija__GajB_2 (LGBBAADJ_00019) 25
| 6 | 89 Tnﬁ 12 137 ‘ 16 | 18 20 2122 2324] 26 2728 30
_— — I

-_—
MGPR _plasmid_ 2693429635 _000001: 309 27,388 (+)

mRNA interferase toxin RelE (CPJBGLNK_00087)
Inner membrane protein YnbA (CPJBGLNK_00096) PDC-S07_WP_110056698.1 (CPJBGLNK_00083)
putative protein YnbD (CPJBGLNK_00092) ‘ 3'-5' exonuclease DinG (CPJBGLNK_00081)
CarboTxersterase (VF0839) (CPJBGLNK_00089) LToxin RelEZ (CPJBGLNK_00080)
101 putative protein YnbC (CPJBCLNK_OOO93) Viperiﬁ_pVip (CPJBGLNK_00085)
110099 98 97 | 95 94 | 91 90 88 | 86 84 | 82 79

IMGPR_plasmid_2563366990_000004: 65,671-88,659 (-)
Transposon Tn3 resolvase (MBPOIKNL_00056)

1S6 family transposase 1526 (MBPOIKNL_00054)
Beta-lactamase TEM (MBPOIKNL_00055) 49

IMGPR_plasmid_2734482552_000003: 50,741-60,678 (-)
53

IMGPR_plasmid_2734482549_000002: 50,341-55,908 (-)
PDC-S35_WP_ 069988849 1(CPIAPPLL_00072)
1S91 family transposase ISEc37 (CPIAPPLL_00070)
DrmD_00013 DrmD CPIAPPLL_60074
75 73 |71 | 69 68

— -_—
IMGPR_plasmid_2585427761_.000002: 59,645-71,747 (-)

Toxin RelE2 (CIKFMONH_00005)
1 2 3 4 6

IMGPR plasmid_2541047/24 000004: 988-12,070 (+)
Protein UmuD (NDNDLJKL_00070)
Protein UmuC (NDNDLJKL_00069) Toxin RelE2 (NDNDLJKL_00062)
72 71 | 68 67 66 65 64 63 |61 60

IMGPR_plasmid_3300029459_000007: 52,747-69,081 (-)
3'-5' exonuclease DinG (JLOKLPKM_00001)
Toxin R_(\;IE2 (JLOKLPKM_00002)

3 4

IMGPR_plasmid_2700989363_000002: 250-8,542 (+)
DNA-invertase hin (KADEANCF 00052)
Tn3 family transposase TnAs1 (KADEANCF 00053)
Aerotaxis receptor (KADEANCF_00051)
56 55 54 | 50 49 48

- K—C— OO ETD

IMGPR_plasmid_2563366935_.000001:41,949-57,296 (-)

Aerotaxis receptor (LPJHCFIL_00003)
1 2 45 6

IMGPR_plasmid_2617270961_.000009: 367-11,454 (+)
12

IMGPR_plasmid_2778261229_000002: 51-7,141 (+)
65
Te4 63 62

IMGPR_plasmid_3300029736_000004: 56,681-64,301 (-)

1S6 family transposase 1S26 (MPNCDIDJ_00042)
44
45143 41 40

IMGPR _plasmid_2675903253_000002: 36,348-46,038 (-)
123 4

IMGPR _plasmid 2706794676 000005: 285-8,080 (+)
58
64 63 62 61 6059 |57 56

IMGPR_plasmid_2529293248_000005:49,923-62,190 (-)
1 2 3 456 7

IMGPR_plasmid_2734482537_000003: 90-10,888 (+)
1S66 family transposase ISCro1 (ACBBCJHE_00049)
47
56 55 54 53 52 51 50 @Tié 45

IMGPR_plasmid_2541047764_000002:40,075-54,932 (-)
12 345 6

IMGPR _plasmid_2706794670_000003: 591-9,337 (+)
58
61 6059 | 57 56

IMGPR_plasmid_2660238321_000006: 51,845-60,579 (-)
1 2 34567 8

IMGPR _plasmid_2675903429_000006:421-11,053 (+)
12 3 45 6

IMGPR_plasmid_2706794692_000003: 217-8,624 (+)
1 2 34 567 Replication initiation protein (HKMMPAKI_00008)

IMGPR_plasmid_2663763119_000002: 602-10,939 (+)
58
62 61 6059 | 57 Replication initiation protein (IDGMLILG_00056)

IMGPR_plasmid_2706794684_000003: 52,619-62,194 (-)
69
73 72 7170 TQS Replication initiation protein IGNPAKGB_00067)

IMGPR _plasmid 2582580981 _000002: 59,185-70,143 (-)
Plasmid segregation protein ParM (BLDGBMDA_00002)
1 3 4 5 67 8 910 Replication initiation protein (BLDGBMDA_00011)

IMGPR _plasmid_2706794681_000003: 113-13,946 (+)
1S6 family transposase 1S26 (JBIJGKAC_00001)
mposon Tn3resolvase (JBIJGKAC_00003)
Protein UmuD (JBIJGKAC_00007)
Protein UmuC (JBIJGKAC_00008)

Tn3 family transposase Tn2 (JBIJGKAC_OOOO4) 17
Beta-lactamase TEM (JBIJGKAC_00002) 5 6 \ 9 10 11 12 13 14 g;gTiS 19

IMGPR_plasmid_2734482538_000003: 53-22,249 (+)
Transposon Tn3 resolvase (JGICIOJD_00002)
Beta-lactamase TEM (JGICIOJD_00001)
Protein UmuD (JGICIOJD_00006)
Protein UmuC (JGICIOJD_00007)
Tn3 family transposase Tn2 (JGICIOJ D_OOOOS) 14
| | 4 5| 8 9 10 11 1213715 16

IMGPR_plasmid_2734482597_000003: 148-20,020 (+)
Transposon Tn3 resolvase (AEEAEAHJ_00067)
Beta-lactamase TEM (AEEAEAHJ_00068)
Protein UmuD (AEEAEAHJ_00063)
Protein UmuC (AEEAEAHJ_00062)
Tn3 family transposase Tn2 (AEEAEAHJ_OOdéé) 55
69 | | 65 64 | 61 60 59 58 57 56 | 54 Replication initiation protein (AEEAEAHJ_00053)

IMGPR_plasmid_2537561727_000003: 49,342-70,177 ()
Protein UmuD (JLFMBJGO_00002)
Protein UmuC (JLFMBJGO_00003)
1 | 4 5 6 7 8 91011 12

IMGPR _plasmid_2563366867_000003: 22-14,371 (+)
Protein UmuD (KPJCMBDF_00003)
Protein UmuC (KPJCMBDF_00004) 11
1 2 | 5 6 7 8 9 10712 13

IMGPR_plasmid_2660238215_000002: 257-15,980 (+)
Protein UmuD (BCEGHFBN_00071)

Protein UmuC (BCEGHFBN_00070) 63

73 72 | 69 68 67 66 65 64 ] 62 Replication initiation protein (BCEGHFBN_00061)

IMGPR _plasmid 2541047698 000003: 55,416-71,320 (-)
ArdA anti-RM (APIS003) (GHJAAFEN_00001)
MTase_II_00014 Type (GHJAAFEN_00005)
Protein UmuD (GHJAAFEN_00008)
Protein UmuC (GHJAAFEN_00009) 17
2 34 6 7 | 10 11 12 13 14 1516 | 18 Replication initiation protein (GHJAAFEN_00019)

—_— —
IMGPR_plasmid_2734482556_000001: 254-19,920 (+)
DrmD_00013 DrmD (FDHFAHAK_00005)
Protein UmuC (FDHFAHAK_00006)
Protein UmuD (FDHFAHAK_00002)

Protein UmuC (FDHFAHAK_00003) 14
1 | 4 | | 7 8 9 10 11 1213 [ 15 16

PEED OO —ETHDHED-¢—CC— DO )

IMGPR_plasmid_2706794689_000002: 217-17,047 (+)
DrmD_00013 DrmD (ACILEFOO_00005)
Protein UmuC (ACILEFOO_00006)
Protein UmuD (ACILEFOO_00002)

Protein UmuC (ACILEFOO_00003) 13
1| 4 | ] 78 9 10 1112 [ 14 15

PEED O - H-GI—C DD DD D

I
IMGPR_plasmid_2693429591_000004: 345-16,871 (+)
DrmD_00013 DrmD (LOIPLEJE_00050)
Protein UmuC (LOIPLEJE_00049)
Protein UmuD (LOIPLEJE_00053)

Protein UmuC (LOIPLEJE_00052) 42
\ 51 | | 48 47 46 45 4443741 40

I
IMGPR _plasmid_2695420426_000004: 36,381-52,678 ()
Colicin la (VF1183) (FIMBOPJF_00072) 67
7675 74 73 71 70 69 687166 65 64

PEADC HEP-G—C— )

—
IMGPR_plasmid_2734482583_.000002: 56,273-71,266 (-)

Colicin la (VF1183) (OEGDDOAC_00005)
12 3 4 6 7 8 910 11 12

IMGPR _plasmid_2734482585_000002: 904-15,799 (+)
APH_3pp_lb-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-1b (NF032895.1) (CFFDCDOF_00087)
APH_6-NCBIFAM APH(6)-1 famlly aminoglycoside O-phosphotransferase (NF012171.0) (CFFDCDOF_00088)
1S3 famlly transposase 1S1133 (CFFDCDOF_00085)
1S3 family transposase 1S1133 (CFFDCDOF 00086)

Colicin la (VF1183) ( CFFDCDOF,OOOS‘?) Tn3 family transposase (CFFDCDOF_00083) 77
91 90 | DNA-invertase hin (CFFDCDOF_00084) 82 81 807978 | 76

EE—— — ><
IMGPR _plasmid 2541047885 _000002: 65,845-86,318 (-)

SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (IAOLAEEC_00008)
trim_DfrA1_like-NCBIFAM trimethoprimresistant dihydrofolate reductase DfrA (NFO00330.1) (IAOLAEEC_00010)
Sul1-NCBIFAM sulfonamide-resistant dihy(FoT)teroate synthase Sul1 (NFO00294.1) (IAOLAEEC_00007)
156 family transposase 1526 (IAOLAEEC_00012)
Tyrosiné recombinase XerC MAEEC_00011)
Protein UmuD (IAOLAEEC_OOOO4)

Protein UmUC (IAOLAEEC_00005) 20
12 3| 6 | |9 13 14 15 16 17 1819 21 Replication initiation protein (IAOLAEEC_00022)

I
IMGPR_plasmid_2693429508_000002: 501-21,555 (+)
Lipopolysaccharide core heptose(ll)-phosphate phosphatase (HHFBLCDC_00020)
Tyrosine recombinase XerC (HHFBLCDC_00023)
putative protein YggR (HHFBLCDC_00017) 26
18 19 | 21 22 24 25 27 28

IMGPR_plasmid_2660238654_000001: 16,328-33,219 (+)

AAC_3_II-NCBIFAM AAC(3)-1l family aminoglycoside N-acetyltransferase (NFO33080.0) (GFKODJOE_00079)
Tunicamycin resistance protein (GFKODJOE_00080)
‘ Plasmid segregation protein ParM (GFKODJOE_00072)
1S4 family transposase ISVsa5 (GFKODJOE_00078)
156 family transposase 1526 (GFKODJOE_00077)

HOAH

PDC-S36 WP_084151199.1 (GFKODJOE_00082) Tyrosine recombinase XerC (GFKODJOE_00069)
Protein UmuD (GFKODJOE 00075) ‘
Protein UmuC (GFKODJOE_00074) 61 59
81 76 | 73 | 71 70 68 67 66 65 64 63 62 605857 56
I

I
IMGPR_plasmid_3300029521_000011:52,124-78,218 (-)
Plasmid segregation protein ParM (ECPBEJDK_00067)
Tyrosine recombinase XerC (ECPBEJDK_00064) 56 54
66 65 63 62 61 6059 58 57 [55]5352 51

IMGPR_plasmid_2740892118_000002: 46,834-65,204 (-)

MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (DFKCOKGI_00094)
ANT_3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (DFKCOKGI_00081)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (DFKCOKGI_00082)
PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerkE (NF010310.2) (DFKCOKGI_00090)
PRK13752.1-PRK PRK|PRK13752.1: Hg(1l)-responsive transcriptional regulator (NFO10315.0) (DFKCOKGI_00096)
‘ ‘ Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NFO00294.1) (DFKCOKGI_00083)
coreg | MerD NCBIFAM mercury resistance co-regulator MerD (NFO33783.1) (DFKCOKGI 00091)
transport merC-NCBIFAM o organomercurlal transporter MerC (NFO33784.1) (DFKCOKGI 00093)
MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (DFKCOKGI_00092)
Mercuric transport proteln MerT DFKCOKGI_00095)

putatlve S|gnallng proteln (DFKCOKGI_00089) Tyrosine recombinase XerC (DFKCOKGI_00080) mRNA interferase toxin RelE (DFKCOKGI_00071)
DrmD_00013 DrmD (DFKCOKG I‘_00085) n3 family transposase TnAs3 (DFKCOKGI_00077)
TnsC_0_V-K (DFKCOKGI_00087) NA-invertase hin (DFKCOKGI_00078) 74
84 79 1 \ 76 75 73 72 | 70

8 | 86
A XAHO-CHK——C— O

-_— [ I N E— I
IMGPR_plasmid_2778261588_000003: 63,468-91,008 (-)
mRNA interferase toxin RelE (EDKFFPGE_00071)
Tn3 family transposase TnAs3 (EDKFFPEE_OOO77)
74
76 75 73 72 ‘ 70 69

IMGPR_plasmid_2675903310_000002: 63,099-75,561 (-)

MTase_|1_00014 Type (LPCLHLEN_00089) mRNA interferase toxin RelE (LPCLHLEN_00073)
Protein UmuD (LPCLHLEN_00086) Colicin la (VF1183) (LPCLHLEN_00079)
90 Protein UmuC (LPCLHLEN_00085) 76
92 91 88 87 | 84 8382 81 80 78 77 [75 74 | 72

IMGPR_plasmid, 2529292758_000002: 62,415-83,592 ()
Na(+)-translocating NADH-quinone reductase subunit C (FPDOCGCF_00069)
Thiol-disulfide oxidoreductase ResA (FPDOCGCF_00076)
34 kDa membrane antigen (FPDOCGCF_00071)

Glucose-l-p‘ osphatase (FPDOCGCF_00078) Thiol-disulfide oxidoréductis'gResA (FPDOCGCF_00068)
FbpABC (VF0272) (FPDOCGCF_00075) 1S6 family transposase 1526 (FPDOCGCF_00066)
|77 | 74 73 72 70 | | 67 65

K HEK

\MGPR,p\asm'\d,?000145157000003: 57,397-76,645 (-)
Na(+)-translocating NADH-quinone reductase subunit C (MOOMBEEF_00010)
Thiol-disulfide oxidoreductase ResA (MOOMBEEF_00003)
34 kDa membrane antigen (MOOMBEEF 00008)
Glucose-1-phosphatase (MOOMBEEF_00001) Thiol-disulfide oxidoreductase ResA(MOOMBEEF 00011)
FbpABC (VF0272) (MOOMBEEF_00004) 1S6 famlly transposase 1S26 (MOOMBEEF_00013)
[ {2 | 5 6 7 9 \ | 12 T 14

dE@C @K KEK

—
IMGPR_plasmid_3300014512_000003: 124-19,372 (+)

Replication initiation protein (MAGDOLIB_00029)

@D DD

19 20 2122 23 24 25 26 27

IMGPR_plasmid_2711768010_000003: 16,831-31,506 (+)
8 9 1011 12 13 14 15 16

s e B

IMGPR _plasmid_2740892271_000003: 8,225-22,519 (+)

1S3 family transposase I§fl10 (GFFFLCIL_00015)
1S3 family transposase ISSd1 (GFFFLCIL_00016)
10 11 12 13 14 \ Replication initiation protein (GFFFLCIL_00017)

IMGPR_plasmid_2693429772_000003: 7,296-18,904 (+)
Type IV pili (VFO401) (MPMEJMHC_00018)
9 10 11 12 14 15 16 17 19 20 21 22

DI D 1 O EDDEEEED— -
IMGPR _plasmid_2690316347_000003: 5,789-25,072 (+)
} 10000 nt i

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)




