46
42 43 44 45] 47

IMGPR_plasmid_3300029384_000137:33,993-38,172 (+)

i'_‘

IMGPR_plasmid_3300029378_000203: 12-3,909 (-)
12

IMGPR_plasmid_3300029686_000141:17-4,152 (+)
17

IMGPR_plasmid_3300018479_000072: 16,055-21,095 (-)

o
~N

8 9 10] 12

IMGPR_plasmid_3300007801_000037: 1,204-14,515 (+)

=
w

12

IMGPR_plasmid_3300008129_000070: 10,687-24,621 (-)
1 2 3 4 ProteinVirD4 (FKHMAJJF_00005)

IMGPR_plasmid_3300035655_000063: 302-8,717 (+)
22 21 20 19 ProteinVirD4 (DIEJEJDP_00018)

IMGPR_plasmid_3300007184_000061: 19,144-27,559 (-)
1 2 34 5 6 ProteinVirD4 (DOMLOBIG_00007)

IMGPR_plasmid_3300023505_000092: 62-9,335 (+)
1 2 3 4 5 Protein VirD4 (JBFNPJBP_00006)

IMGPR_plasmid_3300029126_000151: 109-10,037 (+)
20
22 21T 19 18 Protein VirD4 (NHAJCEIP_00017)

IMGPR _plasmid_7000000431_000017: 17,467-26,980 (-)
Elongation factor P--(R)-beta-lysine ligase (NJGAOFIJ_00057)
Nucleoid occlusion protein (NJGAOFIJ_00053)
48 50 DS-15_DS-15A (NJGAOF1J_00054)
42 43 44 45 46 47 T49] 51 52 | 55 56

é
]

IMGPR _plasmid_3300007353_000086: 28,749-54,579 (+)
Nucleoid occlusion protein (INBEBIEO_00049)
Elongation factor Tu (INBEBIEO_00053)
47 DS-15_DS-15A (INBEBIEO_00050)
42 43 44 45 46] 48 | 51 52 54

!ﬁ \

IMGPR _plasmid_3300029566_000117: 30,899-53,508 (+)
Vat_ABCDEFH-NCBIFAM Vat family streptogramin A O-acetyltransferase (NFO00311.1) (FPELPENF_00013)
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (FPELPENF_00009)
17 16 1514 12 11 10—r 8 DNA mismatch repair protein MutS (FPELPENF_00007) 6 543 2 1

IMGPR plasmid_3300029376_000195:434-25,843 (-)
Vat_ABCDEFH-NCBIFAM Vat family streptogramin A O-acetyltransferase (NFO00311.1) (LFJOHIKN_00007)
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (LFJOHIKN_00003)

11 10 98 6 5 4 2

i

IMGPR_plasmid_3300029386_000254: 15-14,118 (-)
[ 10000 nt i
defence (DefenseFinder) AMR (AMRFinderPlus)




