ANT _4p_la-NCBIFAM aminoglycoside O-nucleotidyltransferase ANT(4')-la (NFO00181.1) (KEJOKNMB_00023)
156720500_bleO-NCBIFAM bleomycin binding protein (NFO00027.1) (KEJOKNMB_00022)
1S6 family transposase 1S257R1 (KEJOKNMB_00019) ‘
1S6 family transposase 1S257R1 (KEJOKNMB_00016) 1S6 family transposase 1S257R2 (KEJOKNMB_00024)
11 12 13 14 15 17 18 20 21 \ \ 25 26 27 28 29

DDA o S

IMGPR_plasmid_640048544_000001: 10,692-26,569 (+)
ANT _4p_la-NCBIFAM aminoglycoside O-nucleotidyltransferase ANT(4')-la (NFO00181.1) (GELBOFAM_00017)
156720500_bleO-NCBIFAM bleomycin binding protein (NFO00027.1) (GELBOFAM_00018)
1S6 family transposase IS257R1 (GELBOFAM_00020)
19 1S6 family transposase 1S257R2 (GELBOFAM_00016)

DDA 0 SO gy I I, 7 B B

IMGPR_plasmid_2574180281_000004: 10,854-22,283 (-)
ANT _4p_la-NCBIFAM aminoglycoside O-nucleotidyltransferase ANT(4')-la (NFO00181.1) (LDIJNDHO_00019)
anti-CRISPR-Cas (AcrllA21) (LDIJNDHO_00016) 1S6 family transposase 1S257R1 (LDIJNDHO_00020)
1S6 famiﬁ’ansposase 1S257R1 (LDIJNDHO _ 00018

DI/ ¢ H -

IMGPR _plasmid_2690315734 _ OOOOOi 11,481-20,519 (+ )
trim_DfrDGK-NCBIFAM DfrD/DfrG/DfrK family trimethoprim-resistant dihydrofolate reductase (NFO00332.1) (HPOHLNJH_00020)
DegV domain-containing protein (HPOHLNJH_00019)
IS6 family transposase IS257R1 (HPOHLNJH_00018) [ | 156 family transposase 1S257R1 (HPOHLNJH_00022)
Thymidylate synthase (HPOHLNJH_00021)

IMGPR_plasmid_2531839046_000001: 13,122-23,036 (+)

trim_DfrDGK-NCBIFAM DfrD/DfrG/DfrK family trimethoprim-resistant dihydrofolate reductase (NFO00332.1) (CJAKPPGK_00017)
DegV domain-containing protein (CJAKPPGK_00016)
156 family transposase 15431R (CJAKPPGK_00015) 156 family transposase 15257R1 (CJAKPPGK_00019)
1S6 family transposase 1S257R1 (CJAKPPGK_00012) 13 14 Thymidylaté synthase (CJAKPPGK_00018)

D OO O H OXH oD

IMGPR_plasmid_2558860503_000001: 7,220-20,486 (+)

ANT _4p_la-NCBIFAM amlnoglyc05|de0 nucleotidyltransferase ANT(4')-la (NFO00181.1) (PPMDOBCI_00043)
37 156 family transposase 1S257R2 (PPMDOBCI_00001)

BB ><]H>-D;H

IMGPR_plasmid_3300053491_042062:35,006-41,050 (+); 1-3,667 (+)

23
IMGPR_plasmid_646556935_000001: 20,647-27,473 (+)
5 6 11

H OO

IMGPR_plasmid_2579778500_.000002: 4,638-13,663 (+)
1 12

IMGPR_plasmid_2571042533_000003: 6,836-13,581 (+)

MupB-NCBIFAM mupirocin-resistant isoleucine--tRNA ligase MupB (NFO00258.1) (NGFIPABB_00002)
‘ rRNA adenine N-6-methyltransferase (NGFIPABB_00006)

1S6 family transposase I1S257R2 (NGFIPABB_00004)

putative ketoamine kinase (NGFIPABB_00003)
\ | 5 1S6 family transposase 1S257R2 (NGFIPABB_00007)

—1-CH DD

IMGPR _plasmid_2561511181_000001: 101-12,477 (+)
MupB-NCBIFAM mupirocin-resistant isoleucine--tRNA ligase MupB (NFO00258.1) (EPCKIPOC_00003)
rRNA adenine N-6-methyltransferase (EPCKIPOC_00007)
1S6 family transposase 1S257R2 (EPCKIPOC_00005)
putative ketoamine kinase (EPEKIPOC_OOOO4)
1S6 family transposase 1S431R (EPCKI POC_OOOOZ) \ 6 1S6 family transposase 1S257R2 (EPCKIPOC_00008)

IMGPR_plasmid_637000280_000001: 101-12,484 (+)

MATE_multi_NorM-NCBIFAM multidrug efflux MATE transporter NorM (NF000263.1) (CDGCENKN_00008)
MupB-NCBIFAM mupirocin-resistant isoleucine--tRNA ligase MupB (NFO00258.1) (CDGCENKN_00003)
Copper-sensing transcriptional repressor CsoR (CDGCENKN_00007)

1S6 family transposase IS257R2 (CDGCENKN_TM)OS) rRNA adenine N-6-methyltransferase (CDGCENKN_00012)
putative ketoamine kinase (C DGCEN KN_00004) 1S6 family transposase 1S257R2 (CDGCENKN_000 16)
1S6 family transposase I1S431R (CDGCENKN_b0002) \ 6 9 11 1S6 family transposase 1S257R2 (CDGCENKN_00013)

—O-HTODIEED

EE—
IMGPR _plasmid_2872719886_000002: 1-16,959 (+)

MerP-TIGRFAMs TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (BFHJMNHO_00002)
fopper-sensing transcriptional repressor CsoR (BFHJMNHO_00004)
| Cadmium, cobalt and zinc/H(+)-K(+) antiporter (BFHJIMNHO_00006)
Copper exporter (VF0849) (BFHJMNHO_OOOOS)
1 \ \ \ 5 1S6 family transposase 1S257R2 (BFHJMNHO_00007)

I ——
IMGPR_plasmid_2593338513_000002: 288-8,966 (+)

[ 6000 nt i
virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)




