MTase_II_00080 Type (JMBMLCED_00009)
6 7 8 10 11 12 13  Putative septation protein SpoVG (JMBMLCED_00014)
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IMGPR p\asm‘\d 3300029586 000122‘3077 977 (+)
2 3 4 5 7 8 9 MTase_II_00080 Type (LIMAAHAN_00010)
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IMGPR_plasmid_3300029789 000150'41—‘?,284(+)
51 5049 48 47 45 44 43 MTase_ll_00080 Type (FAGKBHHH_00042)
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IMGPR _plasmid_ 3300029794 -000217:30,437-39,090 (-)
50 49 48 47 45 44 43 MTase_ll_00080 Type (DFFDBKPE_00042)
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IMGPR_plasmid_3300006298 OOOO‘)é‘SO 356738,609 ()
51 50 49 48 47 45 44 43 MTase_ll_00080 Type (GCDGMNCK_00042)
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IMGPR_plasmid_3300029209_000119:30,481-39,688 (-)
1 2 3 4 5 6 7 MTase_|I_00080 Type (IINBPOGD_00008)
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IMGPR_plasmid_3300029422_000113:11-8,827 (+)
3 4 5 6 7 8 9 10 MTase_ll_00080 Type (PJPNJDBH_00011)
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IMGPR_plasmid_3300029846_000130: 100-9,842 (+)

mads_8 (AHMPIOOL_00007) MTase_lI_00080 Type (AHMPIOOL_00015)
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IMGPR_plasmid_ 3300029583 _000082:88-15,899 (+)
6463 62 60 59 MTase_l1_00080 Type (HFCPPJLM_00058)
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IMGPR_plasmid_3300029335_000197:43,553-49, 876( )
1 2 4 MTase_II_00080 Type (HFOGNFGH_00005)
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IMGPR_plasmid_3300029002_000046: 244-5,988 (+)
1 2 3 4 MTase_|I_00080 Type (EBOCEFNL_00008)
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IMGPR_plasmid_3300029410_000119: 34-9,533 (+)

MTase_II_00080 Type (CIGLJGLD_00042)
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IMGPR_plasmid_3300014571_000060: 28,542-36,854 (-)
3',5'-cyclic adenosine monophosphate phosphodiesterase CpdA (AIAELCCH_00052)
Carbamate kinase 2 (AIAELCCH_00055)
DS-30__DS-30D (AIAELCCH_00050)
54 53 DS-30_DS-30C (AIAELCCH_00051) 49 48 46 MTase_II_00080 Type (AIAELCCH_00045)
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IMGPR_plasmid_3300029234_000170: 34,052-44, 750( )
41

IMGPR_plasmid_3300008479_000106:29,980-32,328 (-)
MTase_II_00033 Type (BCNJGMBF_00001)
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IMGPR_plasmid_3300023540_000118:21-2,717 (+)
1 2 3 MTase_lI_00080 Type (IOKFPIJI_00004)
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IMGPR _plasmid_3300029520_000121:81-5,338 (+)
1 2 MTase_|I_00080 Type (LBANINHD_00003)
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IMGPR_plasmid_3300029389_000152: 1-5,179 (+)
1 2 3 MTase_|I_00080 Type (MFIHDABH_00004)
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IMGPR_plasmid_3300014778_000056: 57-4,998 (+)
Detocs__dtcB (CGNMNIJH_00046)
Detocs__dtcC (CGNMNIJH_00045)
47 ‘ 44 43 MTase_II_00080 Type (CGNMNIJH_00042)
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IMGPR_plasmid_3300014953_000097:29,970-37,376 (-)
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