Epi-isozizaene 5-monooxygenase/(E)-beta-farnesene synthase (GLEOIJMK_00366)
Michele_2A _hits_grouped (GLEOIJMK_00367)

(+)-kolavenyl diphosphate synthase (GLEOIJMK_00364) Pentalenolactone synthase (GLEOIJMK_00369) Nitrogenase iron protein (GLEOIJMK_00377)
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IMGPR_plasmid_2516653085_000001: 363,861-377,843 (+)
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1S3 family transposase ISAtu5 (MCACHDEN_00277)
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IMGPR _plasmid_2718217927_000001: 333,737-349,907 (+)
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IMGPR_plasmid_2918430697_000001: 363,304-378,541 (-)
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IMGPR_plasmid_2718218235_.000001:266,472-281,649 (-)
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1S3 family transposase ISAtu5 (HNPDAGEJ_00358)
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IMGPR_plasmid_2850822224_000001: 337,337-352,399 (+)

1S3 family transposase ISAtu5 (NAPICGKP_00448)
1S3 family transposase ISAtu5 (NAPICGKP_00447)
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IMGPR_plasmid_2721755556_000001:425,953-441,181 (-)
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IMGPR _plasmid_642555152_000001:326,515-341,398 (+)
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1S3 family transposase ISRmé (OBLOBHGH_00286)
DrmC_00006 DrmC (OBLOBHGH_00285)
15110 family transposase ISRel25 (OBLOBHGH_00287)
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IMGPR_plasmid_640427137_000001: 268,022-282,571 (+)

1S3 family transposase ISAtu5 (BOAPHGGN_00426)
Isopentenyl-diphosphate delta-isomerase (BOAPHGGN_00434) Cyp125 (VF0843) (BOAPHGGN_00428 425
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IMGPR_plasmid_2775507240_000001: 392,300-406,326 (-)
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