Linearmycin resistance ATP-binding protein LnrL (LIBMFIEJ_00369)

Decarbamoylnovobiocin carbamoyltransferase (LIBMFIEJ_00359) Inner membrane transport permease YadH (LIBMFIEJ_00368)
Oxygen-independent coproporphyrinogen |1l oxidase (LIBMFIEJ_00356) 1S66 family transposase 1S66 (LIBMFIEJ_00362)
Nitrogenase iron protein (LIBMFIEJ_00354) 2-O-methyltransferase Noel (LIBMFIEJ_06360) 363 Nodulation protein D 2 (LIBMFIEJ_00366)
355 | 357 358 | 361 | T 364 365 367
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Decarbamoylnovobiocin carbamoyltransferase (MNAOPOJB_00198)
2-O-methyltransferase Noel (MNAOPOJB_00197)
196
202 1S481 family transposase ISMex2 (MNAOPOJB_00199) TL%

IMGPR_plasmid_2872747094_000001: 192,233-207,617 (-)

Decarbamoylnovobiocin carbamoyltransferase (DHCCNOHD_00368)
2-O-methyltransferase Noel (DHCCNOHD_00369)
366 367 \ 370 DrmD_00013 DrmD (DHCCNOHD_00371)
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IMGPR_plasmid_2718217927_000001: 349,014-363,354 (+)

IMGPR_plasmid_642555152_000001: 340,185-356,673 (+)

2-O-methyltransferase Noel (GLEOIJMK_00384)
2-0-methyltransfe?a;e Noel (GLEOIJMK_00385)
Decarbamoylnovobiocin carbamoyltransferase (G LEOI)MK_OO383) 1S630 family transposase ISRelé (GLEOIJMK_00390)
382 | | 386387 391
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IMGPR _plasmid_2516653085_000001:376,630-392,010 (+)

2-O-methyltransferase Noel (EJJPLLON_00360)
2-O»methyltransfe?a?se Noel (EJJPLLON_00359)
Decarbamoylnovobiocin carbamoyltransferase (EJjPLLON_OOSél)
| | 358357
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IMGPR_plasmid_2718218499_000001:358,928-374,308 (-)

1S5 family transposase ISPye39 (CIMJCFAJ_00358)
2-O-methyltransferase Noel (CIMJEFAJ_OOBSé)
Decarbamoylnovobiocin carbamoyltransferase (CIHJCFAJ,OOS‘SS) 360 1521 family transposase ISRel5 (CIMJCFAJ_00362)
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IMGPR_plasmid_2721755684_000001: 345,364-359,703 (+)

1S21 family transposase ISRel5 (EPEIKMBI_00087)
84 8586

IMGPR_plasmid_2852395405_000001: 69,724-84,063 (+)
1S21 family transposase ISRel5 (HNPDAGEJ_00377)
1S5 family transposase ISPye39 (HNPDAGEJ_00373) 375 Ubiquinone biosynthesis O-methyltransferase, mitochondrial (HNPDAGEJ_00385)
369 "] 374 376 380 383 384
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IMGPR _plasmid_2850822224_000001:352,187-367,895 (+)
1S5 family transposase ISPye39 (PINOGDNE_00349)
2-O-methyltransferase Noel (PINOGDNE_00351)
Decarbamoylnovobiocin carbamoyltransferase (PIW‘CEDNE_00352)
354 353 \ \ 348 347 1521 family transposase ISRel5 (PINOGDNE_00346)
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IMGPR_plasmid_2918430697_000001: 351,084-364,517 (-)

1S5 family transposase ISRel11 (BOAPHGGN_00410)
2-O-methyltransferase Noel (BOAPHGGN_00409)
419 15481 family transposase ISRel12 (BOAPHGGN_00417) 414413 412 411 \ 408 407
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IMGPR _plasmid_2775507240_000001: 377,980-393,193 (-)
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