2,3-bisphosphoglycerate-dependent phosphoglycerate mutase (BOAPHGGN_00127)
Riboflavin biosynthesis protein RibBA (BOAPHGGN_00133)
Aryl-alcohol dehydrogenase (BOAPHGGN_00129) gcu2§3qu233 (BOAPHGGN_00134)

Galactose/methyl galactoside import ATP-binding protein MglA (BOAPHGGN_00125) 131 Michele_1B_hits_grouped (BOAPHGGN_00136)
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IMGPR_plasmid_2775507240_000001: 128,290-139,585 (+)
341 15630 family transposase 1SGdié (EPEIKMBI_00340)
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IMGPR_plasmid_2852395405_000001: 319,646-330,939 (-)

1S630 family transposase ISRel6 (CIMJCFAJ_00171)
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— —
IMGPR _plasmid_2721755684_000001: 162,069-173,364 (-)

DrmC_00006 DrmC (HNPDAGEJ_00167)
1S3 family transposase ISAtu5 (HNPDAGEJ_00166)
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IMGPR_plasmid_2850822224_000001: 153,338-165,910 (-)

1S66 family transposase 1ISUnCu14 (OBLOBHGH_00141)
142 140 139
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IMGPR _plasmid_640427137_000001: 132,855-146,404 (-)
Ribose import permease protein RbsC (NAPICGKP_00149)
Ribose import permease protein RbsC (NAPICGKP_00148) 153
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IMGPR _plasmid_2721755556_000001: 142,052-153,153 (+)

¢ K K K o ey — e

IMGPR_plasmid_2718217927_000001: 163,377-174,479 (-)
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