Glutaconyl-CoA decarboxylase subunit gamma (MAKGBFCM_00048)
ISNC\ffamlly transposase ISRel26 (MAKGBFCM_00052)
ISNCY famlly transposase ISRel26 (MAKGBFCM_00051)
ISNCY family transposase ISRel10 (MAKGB#CM_OOO49)
1564 family transposase 1SUnCu14 (MAKGBFCM_00054)

1S66 family transposase ISRle3 (MA| GBFCM_OOO43) DrmC_00006 DrmC (MAKGBFCM_00058)
Mig-5 (VF0396) (MAKGBFCM_00046) 60
41 42 | 4445 471 | 50 53 5556 57 59 J61 62 63 HTH-type transcriptional regulator SyrM 1 (MAKGBFCM_00064)

\MGPR_p\asmid_2728369352__000001: 32,333-55,136 (+)
ISNCY family transposase ISRel26 (NAPICGKP_00051)
ISNCY family transposase ISRel26 (NAPICGKP_00050)
ISNCY family transposase ISRel10 (NAPICGKP_00048)
1S66 family transposase ISUnCu14 (NAPICGKP_00053)
49 \ \ 52 5455 56 61 HTH-type transcriptional regulator SyrM 1

[AA OO

\MGPR,p\asm'\d7272175555?000001: 32,138-54,294 (+)
ISNCY family transposase ISRel26 (LIBMFIEJ_00276)
ISNCY family transposase ISReI26 (LIBMFIEJ_00277)
ISNCY family transposase ISRel10 (LIBMFIEJ_00279)
278

ISNCY family transposase ISBj12 (LIBMFIEJ_00271)
275 274 273 272 270 269

— HX HO@-CETHD-OM

\MGPRip\asmidJSAZSSS152p_00001: 250,032-281,539 (-)
1S110 family transposase ISRel9 (LLHNHKFL_00277)
1S30 family transposase ISRle2 (LLHNﬁKFL700279)
278 | 276

- KGO EEET- 0@

\MGPRip\asmid72718218365_ﬁOOOOl: 265,888-284,447 (-) u
1S110 family transposase ISRel9 (CIMJCFAJ_00274)
1S30 family transposase ISRle2 (CIMJCFAJ_00276)
275 | 273

- KGO O

IMGPR_plasmid_2721755684 000001: 265,886-284.442 (1) -
ISNCY family transposase ISRel26 (ECLCFKBP_00257)
ISNCY family transposase ISRel26 (ECLCFKBP_00258)
ISNCY family transposase ISRel10 (ECLCFKBP_00260) DrmD_00013 DrmD (ECLCFKBP_00252)
264 259 | | 256 255 254 253 | 251 249 245

a— H DN

\MGPR,p\asm'\d72721755822_7000001: 250,631-280,623 (-)
ISNCY family transposase ISRel26 (PADMFMCF_00265)
ISNCY family transposase ISRel26 6 (PADMFMCF_00266)
ISNCY family transposase ISRel10 (PADMFMCF 002@ DrmD_00013 DrmD (PADMFMCF_00262)
T 267 264 263 | 261

\MGPR,p\asmid,2721755823_3300001:270‘161-292,519(-)
ISNCY family transposase ISRel26 (HPFICAFH_00260)
ISNCY family transposase ISRTé HPFICAFH_00261)
ISNCY family transposase ISRel10 (HPFICAFH 00263) DrmD_00013 DrmD (HPFICAFH_00257)
T 262 259 258 | 256 251

IMGPR_plasmid_2718218199.000001: 250,630-273,020 (-
ISNCY family transposase ISRel26 (JCJBNJOJ_00256)
ISNCY family transposase ISRel26 (JCJBNJOJ_00257)
ISNCY family transposase ISRel10 (JCJBNJOJ_00259) DrmD_00013 DrmD (JCJBNJOJ_00251)
263 258 | | 255 254 253 252 | 250

- KI-EHTED@E-DBS < H ERDEHD-O<I{

L —_— -
IMGPR _plasmid_2721755685_000001:251,566-280,623 (-)
ISNCY family transposase ISRel26 (FMHJLKMG_00052)
ISNCY family transposase ISRel26 (FMHJLKMG_00051)
1S30 family transposase ISRssp4 (FMHJLKMG_00048)
ISNCY family transp‘osase ISRel10 (FMH‘JLKiMG_OOO49)
50 53

IMGPR_plasmid_2721755819.000001: 32,286-51,399 (+)
ISNCY family transposase ISRel26 (MCACHDEN_00354)
ISNCY family transposase ISRel26 (MCACHDEN_00353)
1S30 family transposase ISRssp4 [MCACHDEN_00352)
15110 family transposase ISRel9 (MCACHDEN_00355)
1S66 family transposase ISRIe3 (MCACHDEN_00347) 356

- K—EHT D@D <D

\MGPR_p\asm'\d72718218235__000001: 333,162-351,363 (+) -
ISNCY family transposase ISRel26 (GKMKDJFC_00296)

ISNCY family transposase ISRel26 (GKMKDJFC_00297)

1S66 family transposase ISRle3 (GKMKDJFC_OO?»OT)
1S30 family transposase ISRssp4 (GKMKDJFC_00298)
ISNCY family transposase ISRel26 (GKMKDJFC_00299)
1S110 famlly transposase ISRel9 (GKMKDJFC_00295)

1S66 family transposase ISRle3 (GKMKDJFC_00306) \ 294

B K—E&HED- DD DI

\MGPR_p\asmad_znszﬁéépoooot 269,555-289,790 () 7
ISNCY family transposase ISRel26 (LGBJDIFA_00295)
ISNCY family transposase ISRel26 (LGBJDIFA_00296)
1S30 family transposase ISRssp4 (LGBJDIFA_00297)
15110 family trénsﬁosase ISRel9 (LGBJDIFA_00294)
ISNCY family transposase ISRel26 (LGBJDIFA_00298) 293

B K—EH DD HO-@

IMGPR_plasmid_2721755514 000001: 269,555-288,590 () .
ISNCY family transposase ISRel26 (KFPNHCJA_00288)
ISNCY family transposase ISRel26 (KFPNHCJA_00289)
1S30 family transposase ISRssp4 (KFPNHCJA_00290)
15110 family transposase ISRel9 (KFPNHCJA_00287)
ISNCY family transposase ISRel26 (KFPNHCJA_ 00291) 286

B K —EH DD {0

— -
IMGPR_plasmid_2718218363.000001:266,991-286,026 (-)

ISNCY family transposase I1SBj12 (PINOGDNE_00018)
ISNCY family transposase ISRel26 (PINOGDNE_00014) 1S21 family transposase 1ISSme2 (PINOGDNE_00022)
15 16 17 19 20 21 23 29

DD — H o@D —EHID—@~<—d

—-— =
IMGPR_plasmid_2918430697_000001:8,549-41,896 (+)

ISNCY family transposase ISRel26 (MNAOPOJB_00279)
ISNCY family transposase ISRel26 (MNAOPOJB_00278)

ISNCY family transposase ISRel10 (MNAOPOJB_00276) ISNCY family transposase ISBj12 (MNAOPOJB_00283)
1S30 family transposase ISRIe2 (MNAOPOJ B_dO275) 1S21 family transposase 1ISSme2 (MNAOPOJB_00287)
| 277 | | 280 281 282 284 285 286 [ 288 289

HE-C KGO IE{TD@ DB — H HO@-@ DG ETTTTHIEH0A

IMGPR_plasmid_2872747094.000001: 260,865-297.703 (+) -
ISNCY family transposase ISBj12 (BOAPHGGN_00030)
ISNCY family transposase ISRel26 (BOAPHGGN_OOO27)T
ISNCY family transposase ISBj12 (BOAPHGGN_00029)
ISNCY family transposase ISRel26 (BOAPHGGN_00026)
ISNCY family transposase ISRel10 (BOAPHGGN_00024)
17 19 20 25 | | 28

31 32 38

\MGPR,p\asm'\d727755_072407000001: 16,116-40,370 (+)
1S30 family transposase ISRle2 (HNPDAGEJ_00281)
278 1S21 family transposase 1ISSme2 (HNPDAGEJ_00275)
285 280 225 277 276 T 274 273 272 271 270 267266 263

HEC HI—EOHE-EH) - H 44— DI D—@d

\MGPR,p\asm'\d72850822224_7000001: 253,658-286,932 (-)
ISNCY family transposase ISRel26 (DHCCNOHD_00279)
ISNCY family transposase ISRelZ6 (DOHCCNOHD_00280)
ISNCY family transposase ISRel10 (DHCCNOHD_OOZBZ) 15256 family transposase ISMtsp13 (DHCCNOHD_00274)
1S3 family transposase ISRle4 (DHCCNOHD_00286) 1S256 familytransposafse I1SAli6 (DHCCNOHD_00272)
DrmC_00006 DrmC (DHCCNOHD_00287) ‘ 277
| | 281 278 276 275

H&

273 151182 family transposase ISRsp20 (DHCCNOHD_00269)

- —_——
IMGPR _plasmid 2718217927 _000001: 263,788-286,126 (-)
} 10000 nt {
defence (PADLOC) virulence (VFDB)




