Putative ribose-phosphate pyrophosphokinase 2 (GLEOIJMK_00018)
D-arabitol-phosphate dehydrogenase (GLEOIJMK_00019)
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IMGPR _plasmid_2918430697_000001: 266,727-281,133 (-)
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IMGPR _plasmid_2721755556_000001: 332,529-346,576 (-)
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IMGPR plasmid_2852395405 000001: 149,059-161,298 (+)
437 438

1S481 family transposase ISRel2 (EPEIKMBI_00175)
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IMGPR _plasmid_2721755822_000001:424,368-433,676 (+)
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IMGPR_plasmid_2721755823_.000001:431,674-440,982 (+)

Putative mycofactocin radical SAM maturase MftC (MNAOPOJB_00380)
L-threonine 3-dehydrogenase (MNAOPOJB_00385)
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IMGPR_plasmid_2718217927_000001:438,789-447,051 (+)
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