2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase

'2-(hydroxymethyl)glutarate dehydrogenase (MEBIFCIA_00147)

‘HTH—type transcriptional regulator McbR (MEBIFCIA_00148) 152

|145 146 | 149 150 151 ] 153 154 155 156 157 158

IMGPR_plasmid_2718218232_000001: 149,976-165,834 (+)

IMGPR_plasmid_640427137.000001: 80,677-96,535 (-)
117 116 115 111

IMGPR_plasmid_2850822224_000001: 98,982-114,841 (-)

2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (LLHNHKFL_00135)
1S5 family transposase ISRel13 (LLHNHKFL_00130)
1S5 family transposase ISRel13 (LLHNHKFL_00129) 127 126

IMGPR _plasmid_2718218365_000001: 112,061-127,272 (-)
1S5 family transposase ISRel13 (EPEIKMBI_00299) IS5 family transposase ISRel13 (EPEIKMBI_00298)
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IMGPR _plasmid_2852395405_000001: 269,637-284,848 (-)
1S5 family transposase ISRel13 (CIMJCFAJ_00129) IS5 family transposase ISRel13 (CIMJCFAJ_00128)
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IMGPR _plasmid_2721755684 000001: 112,062-127,272 (-)
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IMGPR_plasmid_2842146304_000008: 8,482-18,670 (-)
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IMGPR_plasmid_2838668709_000017:27,977-38,165 (+)
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IMGPR_plasmid_2838022645_000013:29,252-40,781 (+)

i

IMGPR _plasmid_2842198810_000012: 1,059-12,588 (-)
Cysteine protease StiP (PADMFMCF_00117)

125 119
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IMGPR_plasmid_2721755823_000001: 119,003-136,953 (-)
115 114

IMGPR_plasmid_2721755685_000001: 102,019-119,076 (-)
114 113
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IMGPR_plasmid_2721755822_000001: 102,019-119,076 (-)
120 119 118

IMGPR_plasmid_2718218199_000001: 102,019-119,076 (-)
171 172

IMGPR_plasmid_2775507240_000001: 172,473-187,795 (+)
2-succinyl-6-hydroxy-2,4-cyclohexadiene-1-carboxylate synthase (FCJPANDI_00035)

é

IMGPR _plasmid_2515154134_000011: 1-13,968 (-); 38,836-41,590 (-)
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IMGPR_plasmid_2935901341 000015 1,059-13,493 (-)
126 125 124

IMGPR_plasmid_2516653085_000001: 122,057-137,907 (-)
164 165 166

IMGPR_plasmid_2718218499_000001: 170,550-186,400 (+)
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IMGPR_plasmid_2684623037_000016:619-7,198 (-)
k 7000 nt 1




