Control_protein_00002 control (JHOLEPFA_00003)
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Control_protein_00002 control (IFAGGOHP_00003)

IMGPR_plasmid_3300041809_000226: 148-7,255 (+)
1

Tyrosine recombinase XerC (IFAGGOHP_00001)
PDC-S02_WP_151674975.1 (IFAGGOHP_00002)
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IMGPR_plasmid_3300047650_000063: 141-6,993 (+)

SanaTA_SanaT_1 (EKPBGIMF_00016)
GajA_00012 AAA (EKPBGIMF_00015) GajB_00025 UrvD (EKPBGIMF_00014) Control_protein_00002 control (EKPBGIMF_00013)
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IMGPR _plasmid_3300035696_000526:5,739-15,390 (-)

3-chloro-4-hydroxyphenylacetate reductive dehalogenase (LMLGFJCC_00001)
putative MFS-type transporter YhjX (LMLGFJCC_00002)
3 Control_protein_00002 control (LMLGFJCC_00004)
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IMGPR_plasmid_3300034091_000068: 6-7,225 (+)
18 AbiR_AbiRc (NKEBNMPF_00017) 16 15 Control_protein_00002 control (NKEBNMPF_00014)
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IMGPR_plasmid_3300048772_000071:6,313-16,125 (-)
DrmD_00013 DrmD (BAMEMFLL_00002)
1 1521 family transposase ISPpu7 (BAMEMFLL_00003)
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IMGPR_plasmid_3300048774_000008: 36-7,525 (+)

1S21 family transposase ISPpu7 (DJABKFCH_00002)
DrmD_00013 DrmD (DJABKFCH_00001)
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IMGPR_plasmid_3300037174_000023:429-8,690 (+)
1S66 family transposase ISBcen14 (EBOCFNMD_00017)
DrmD_00013 DrmD (EBOCFNMD_00015)
16 1S21 family transposase ISPpu7 (EBOCFNMD_00014)
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IMGPR_plasmid_3300048778_000003: 6,276-14,550 (-)
DrmD_00013 DrmD (NPNIOOGA _00015)
16 1521 family transposase ISPpu7 (NPNIOOGA _00014)
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IMGPR_plasmid_3300037562_000024: 5,691-13,375 (-)
1S66 family transposase ISCARN48 (AMJOKOEK_00018)
DrmD_00013 DrmD (AMJOKOEK_00016)
17 1S21 family transposase ISPpu7 (AMJOKOEK_00015)
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IMGPR_plasmid_3300023068_000011:6,247-14,956 (-)
Lamassu-Fam__ LmuC_acc_Cap4_nuclease (OMBKCGMA_00016)
Lamassu-Fam__LmuB_SMC_Cap4_nuclease_l| (OMBKCGMA _00015)
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IMGPR _plasmid_3300037184_000011:5,875-13,388 (-)
Lamassu-Fam__LmuC_acc_Cap4_nuclease (OBGMMPLI_00015)

Lamassu-Fam_ LmuB_SMC_Cap4_nuclease_l| (OBGMMPLI_00014)
Lamassu—Fam_LmuA_effectdr_Cap4_nuclease_lI (OBGMMPLI_00016) 13
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IMGPR_plasmid_3300048820_000030: 5,771-14,046 (-)
1 2 3
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IMGPR_plasmid_3300028909_000031: 384-8,126 (+)
1 2

IMGPR_plasmid_3300036382_000041: 221-6,215 (+)
PDC-502_WP_011937941.1 (NFOGGHPM_00019)
Tyrosine recombinase XerC (NFOGGHPM_00020) 18
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IMGPR_plasmid_3300028087_000025: 10,147-18,495 (-)

Control_protein_00002 control (GPJACGBB_00016)
18 17
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IMGPR_plasmid_3300050034_000031: 6,373-14,766 (-)

Control_protein_00002 control (DKHPOIPA_00002)
PD-T4-5_PD-T4-5 (DKHPOIPA_00001)
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IMGPR_plasmid_3300036909_000043: 667-7,347 (+)
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IMGPR_plasmid_3300033402 000011:7,446-13,538 (-)
HTH-type transcriptional regulator HdfR (JJEBMAJA_00001)

IMGPR_plasmid_3300037107_000003: 547-7,042 (+)
1

IMGPR_plasmid_3300022849_000020: 6-6,702 (+)
Control_protein_00002 control (GEFLPMEC_00020)
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IMGPR_plasmid_3300049729_000023: 8,596-14,5%96 (-)
17

IMGPR_plasmid_3300028268_000033: 7,316-12,882 (-)
15 SanaTA_SanaT_1(BFCPMEJL_00014) 13
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IMGPR_plasmid_3300042091 000511:4,451-12,188 (-)
Tyrosine recombinase XerC (APICNEPO_00015)
14 Hca operon transcriptional activator HcaR (APICNEPO_00013)

IMGPR_plasmid_3300037404_000004:4,637-12,691 (-)
Tyrosine recombinase XerC (MPIEBNGB_00001)
2 Hca operon transcriptional activator HcaR (MPIEBNGB_00003)
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IMGPR_plasmid_3300047654_000018: 135-8,189 (+)
Tyrosine recombinase XerC (NHFBFDAE_00003)
1 tRNA-Asp(gtc) 3 Hca operon transcriptional activator HcaR (NHFBFDAE_00005)
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IMGPR_plasmid_3300045776_000028: 91-9,757 (+)
17 Hca operon transcriptional activator HcaR (ALGPKICN_00016)

IMGPR_plasmid_3300050034_000009: 6,303-13,069 (-)
Cell division coordinator CpoB (LLLEMGNO_00001)
Tyrosine recombinase XerC (LLLEMGNO_00005)
2 3 5 Hca operon transcriptional activator HcaR (LLLEMGNO_00007)
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IMGPR_plasmid_3300037406_000005: 64-10,150 (+)
Tyrosine recombinase XerC (CBMJLMIO_00003)
1 3 Hca operon transcriptional activator HcaR (CBMJLMIO_00005)
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IMGPR_plasmid_3300028854_000002: 493-9,442 (+)
16 11

IMGPR_plasmid_3300014638_000023: 6,803-12,009 (-)
1
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IMGPR_plasmid_3300049727_000087: 60-5,262 (+)
REase_|_00009 Type (EJNHOLAK_00016) 15 14
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IMGPR_plasmid_3300037166_000036: 6,123-14,364 (-)
} 4000 nt {
defence (DefenseFinder) defence (PADLOC) tRNA
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