OatA (VF0441) (LJIMLAGG_00141)
137 138 139 140 142

4

DrmD_00013 DrmD (LJIMLAGG_00002) Spore germination protein B3 (LJIMLAGG_00005)
1 3

6

a—/—madce a

H

o HO——

DrmD_00013 DrmD (HIIPJCJA_00002)

——
IMGPR_plasmid_3300053491 051280: 117,437-125,686 (+); 1-8,391 (+)

A

134 138 139 1 3
d—/— @K <K I e e B
I I

IMGPR _plasmid_3300053491_049815: 117,666-125,906 (+); 1-8,491 (+)
DrmD_00013 DrmD (IHEKMNAA_00002)

[y
w
N

Q

a—{/—,iadmae o OH—<K

A

——
IMGPR_plasmid_3300053491_049813:117,309-125,543 (+); 1-8,423 (+)

DrmD_00013 DrmD (PIADLGBJ_00125)
Kappa-toxin (VFO388) (PIADLGBJ_00127) 126 Collagenase ColA (PIADLGBJ_00124)

E—ad@Emaa— T <K H

——
IMGPR_plasmid_3300053491_054854: 105,113-120,561 (-)

DrmD_00013 DrmD (CKGLELPP_00096)
95 Collagenase ColA (CKGLELPP_00097)

K

-
|
|
X
X1

—— I —— —
IMGPR_plasmid_3300053491_050895: 75,185-90,680 (+)

Collagenase ColA (CKOCOMHM_00042)
DrmD_00013 DrmD (CKOCOMHM_00041)

e
o
.

d

40 | 44
D_GLK—'—‘EH—}M H

——
IMGPR_plasmid_3300053491_050186: 28,670-44,124 (+)
DrmD_00013 DrmD (KCNNBPAM_00047)

-

A

R
D_G;K—'—‘ﬁﬂ—}ﬁw H

———
IMGPR_plasmid_3300053491_055535: 37,364-52,837 (-)
DrmD_00013 DrmD (FEOGPEEK_00019)

——

X

18 20
I N I H
IMGPR_plasmid_3300053491_050542: 11,551-27,043 (+)
100 DrmD_00013 DrmD (HHKHJFJG_00097)

MD—@

H

—

IMGPR_plasmid_3300053491_053481:80,331-96, 745( )

DrmD_00013 DrmD (BIENABIC_00016)
15 Collagenase ColA (BIENABIC_00017)

22 23 24

H

—C D@

-

e ————————————— I
IMGPR_plasmid_3300053491_050541:7,953-23,513 (+)
C4-dicarboxylic acid transporter DauA (ADGGNPBP_00033)
35 39
I N

IMGPR_plasmid_3300053491_050189:26,007-41,668 (+)
k 6000 nt {
defence (PADLOC) virulence (VFDB)




