1S3 family transposase ISBth1 (PIADLGBJ_00136)
C4-dicarboxylic acid transporter DauA (PIADLGBJ_00133) DrmD_00013 DrmD (PIADLGBJ_00002)
129 130 131 132 I 134 135 137 1 3
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O-acetyltransferase OatA 56 57 58
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1S630 family transposase 15642 (IKJJIKOG_00134) 135
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IMGPR_plasmid_3300053491_054338: 116,249-123,346 (+); 1-3,748 (+)
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IMGPR_plasmid_3300053491_050540: 95,028-105,951 (-)

1S630 family transposase I1SBs2 (IHEKMNAA_00125)
130 126 124 117 116

IMGPR_plasmid_3300053491_049813:106,739-120,341 (-)
1S630 family transposase 1S642 (HIIPJCJA_00130) 129 126 125 124 123 122
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IMGPR_plasmid_3300053491_049815: 109,825-120,697 (-)
OatA (VF0441) (BLLLILCG_00123) 121
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IMGPR _plasmid_3300053491 056078:76,774-90,362 (+)
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