
IMGPR_plasmid_3300053491_050538: 86,777-105,963 (+)

106
Tn3 family transposase ISPsy42 (DFFNDNPJ_00107)

108 109
110

111112 113 114 115
DrmD_00013 DrmD (DFFNDNPJ_00116)

117 118 119 120
121

122

IS3 family transposase ISBth1 (DFFNDNPJ_00123)
IS630 family transposase ISBs2 (DFFNDNPJ_00124)

C4-dicarboxylic acid transporter DauA (DFFNDNPJ_00125)
126

IMGPR_plasmid_3300053491_052043: 90,651-103,116 (+)

102 104 105106 107

DrmD_00013 DrmD (BLLLJLCG_00108)

109 110 111
112

113 117

IMGPR_plasmid_3300053491_051282: 2,202-17,966 (+)

6 7 9
DrmD_00013 DrmD (FNOHGLJI_00011)

12 13 14 15

IMGPR_plasmid_3300053491_053178: 50,970-63,438 (-)

4852535455
DrmD_00013 DrmD (DFGBPEHB_00056)

59

IMGPR_plasmid_3300053491_050542: 120,181-125,955 (+); 1-10,293 (+)

Insertion sequence IS5376 putative ATP-binding protein (FEOGPEEK_00003)
IS21 family transposase ISSau9 (FEOGPEEK_00004)

5 6

IMGPR_plasmid_3300053491_049819: 89,666-105,761 (+)

109 111 112 113 DrmD_00013 DrmD (HDNMKHMM_00114)

IMGPR_plasmid_3300053491_054131: 69,903-86,570 (-)

7880818283

IMGPR_plasmid_3300053491_050895: 57,834-73,923 (+)

75 80 81 82 DrmD_00013 DrmD (CKGLELPP_00084)

IMGPR_plasmid_3300053491_051280: 101,357-117,409 (+)

127 128 129 131

IMGPR_plasmid_3300053491_053481: 96,161-111,856 (-)

110113

IMGPR_plasmid_3300053491_053180: 96,056-113,919 (-)

104105106107108109110
111

112114118

IMGPR_plasmid_3300053491_053482: 93,391-113,669 (-)

104
DrmD_00013 DrmD (PLFDDCPO_00105)

106107108109110
111

112

IMGPR_plasmid_3300053491_053176: 1-7,850 (-); 119,148-123,816 (-)

1234
DrmD_00013 DrmD (GGLHKHGE_00005)

89

IMGPR_plasmid_3300053491_056078: 79,201-95,858 (-)

8587909192

IMGPR_plasmid_3300053491_050541: 120,879-126,053 (+); 1-6,683 (+)

Insertion sequence IS5376 putative ATP-binding protein (BIENABIC_00001)
2 3133

IMGPR_plasmid_3300053491_050186: 15,553-28,018 (+)

20 27 28 29

8000 nt

defence (PADLOC)


