15630 family transposase 1S642 (ADGGNPBP_00050)
Spore germination protein B3 (ADGGNPBP_00044) 1S3 family transposase ISCce3 (ADGGNPBP_00052)
45 46 47 48 49 | 51 Tyrocidine synthase 3 (ADGGNPBP_00053) 5

s

55 5657 58 59

IMGPR_plasmid_3300053491 050189: 38,762-60,318 (+)
1S630 family transposase 1S642 (BLLLJLCG_00134)
127 129 135

IMGPR_plasmid_3300053491_052043: 112,290-123,222 (+); 1-11,084 (+)
97 93 91 90 87

IMGPR_plasmid_3300053491_053804: 62,413-83,264 (-)
DrmD_00013 DrmD (MDEIDJFD_00094)

99 93

el
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%

IMGPR_plasmid_3300053491_052917: 69,643-91,577 (-)
86

©
w

IMGPR_plasmid_3300053491_053482: 65,155-84,225 (-)

o
)
i

IMGPR_plasmid_3300053491_054131:41,639-60,991 (-)

w
N

IMGPR_plasmid_3300053491_052641: 1-8,028 (-); 112,144-123,163 (-)
20 21 28

IMGPR _plasmid_3300053491_050896: 16,469-38,453 (+)
1S630 family transposase ISBs2 (HHKHJFJG_00087)
89

@©
o
©
N

IMGPR_plasmid_3300053491 053481:62,391-83,248 (-)
1S630 family transposase ISBs2 (IPGIJAAO_00068)
72

Jon
~N

IMGPR_plasmid_3300053491_056078: 50,955-68,824 (-)
27 132 133 2

-

IMGPR_plasmid_3300053491_049819:114,702-123,707 (+); 1-10,991 (+)
128 129 3 4

%

IMGPR_plasmid_3300053491_050540: 112,693-123,665 (+); 1-11,860 (+)
1S630 family transposase 15642 (FNOHGLJI_00035) 36 39 41 43

IMGPR_plasmid_3300053491_051282:27,139-49,888 (+)
9000 nt 1

defence (PADLOC)
I



