tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (HHCCBGFN_00029)
APH_3p_llla-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-Illa (NFO33064.0) (HHCCBGFN_00028)
DNA topoisomerase 3 (HHCCBGFN_00032)
24
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IMGPR _plasmid_2859880064_000001: 13,449-35,866 (+)
tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (DMOKOJDJ_00041)
Protein VirD4

40 2 5
D XK EK—CE < —aAddd
I
IMGPR _plasmid_2554235045_000001:25,345-40,366 (+); 1-4,792 (+)
tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (IJMBOABN_00039)
VirB type IV secretion system (VF0365) (IJMBOABN_00029)
34 Protein VirD4 (IJMBOABN_00030)

34
30 31 33[ 35 36

IMGPR _plasmid_638341053_000001: 20,977-33,823 (-)
2

K HC — a1
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IMGPR _plasmid_2703719427_000001: 33,306-38,815 (+); 1-7,582 (+)

tet_protect_ M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (GJAMKBNI_00050)
APH_3p_llla-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-111a (NFO33064.0) (GJAMKBNI_00053)
Type_V_V_U4 Cas12 (GJAMKBNI_00052)
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IMGPR_plasmid_2690316132_000002: 31,443-54,193 (-)

APH_3p_llla-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-111a (NFO33064.0) (LIBFKMHI_00010)
Type_V_V_U4 Cas12 (LIBFKMHI_00011)
6 7 8 9 \ 12 tet_protect M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (LIBFKMHI_00013)

—— — —
IMGPR _plasmid_2561511214_000001: 627-17,694 (+)

APH_3p_llla-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-11la (NFO33064.0) (EGONLLFH_00052)
5655 54 53 tet_protect_ M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (EGONLLFH_00051)
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IMGPR_plasmid_2718218013_000001:40,224-55,224 (-)

tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (EHBFNEIH_00015)
APH_3p_llla-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-11la (NFO33064.0) (EHBFNEIH_00014)
1011 12 13 \ 17
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IMGPR_plasmid_2728368969_000001: 3,711-23,782 (+)
272625 24 tet_protect M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (CEHFFGGL_00023)
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I
IMGPR _plasmid_2751186004_000001: 10,202-29,314 (-)
131415 16 tet_protect_ M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (POLBPJJM_00017)

¢ KA K K™

I
IMGPR _plasmid_2700989256_000001: 6,630-25,742 (+)
454443 42 tet_protect. M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (NKPJNGCF_00041)
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N
IMGPR_plasmid_2718218213_.000001: 29,800-43,067 (-)
6 78 tet_protect_ M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (FFEDBLKD_00009)
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I
IMGPR_plasmid_650377920_000001: 2,633-15,901 (+)
tet_protect M_W-NCBIFAM TetM/TetW/TetO/TetS family tetracycline resistance ribosomal protection protein (NFO33148.1) (OLJKGCEB_00046)
50 4948 47 tet_protect_ M_W-NCBIFAM TetM/TetW/TetO/TetS family tetracycline resistance ribosomal protection protein (NFO33148.1) (OLJKGCEB_00045)
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I
IMGPR_plasmid_2718218184_000001: 32,349-45,623 (-)

30
32 QT tet_protect_ M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (MBENHHIC_00029)

¢ KIEaKEA—EEEEC K

I
IMGPR_plasmid_2703718953_.000001: 16,355-34,359 (-)

23
21 QT 24 25 26 tet_protect M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (JEGBLCKK_00027)

¢ KA KKK

I
IMGPR _plasmid_2675903630_000001: 12,187-32,878 (+)
38
40 QT 37 36 35 tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (OLBAEOGG_00034)
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I
IMGPR _plasmid_2684622536_000001: 19,942-40,017 (-)
3736 35 34 33 32 tet_protect_ M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (DPMLJFJJ_00031)
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I
IMGPR _plasmid 2851796793 000001: 18,623-39,487 (-)
2425 26 27 28 29  tet_protect M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (KOMEBOFN_00030)
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I
IMGPR _plasmid_2872227766_000001: 13,360-34,487 (+)
44
46 ﬁT 43 42 41 tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (BPCFOIJM_00040)
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I
IMGPR _plasmid_2654588024_000002: 29,834-44,816 (-)
47
4§T46 45 44 43 42 tet_protect_ M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (GMBDLEMF_00041)
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IMGPR _plasmid_641507361_000001: 25,140-40,428 (-)
APH_4_1a-NCBIFAM aminoglycoside O-phosphotransferase APH(4)-1a (NFO00107.2) (DJJMAIAJ_00047)
Pyrrolidone-carboxylate peptidase (DJJMAIAJ_00048)
5150 49 T \ 46 tet_protect M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (DJJMAIAJ_00045)
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IMGPR_plasmid_2627854231_000002: 34,452-48,862 (-)

tet_protect_ M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (IMFNKKKF_00018)
APH_3p_llla-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-11la (NFO33064.0) (IMFNKKKF_00014)
APH_4_|a-NCBIFAM aminoglycoside O-phosphotransferase APH(4)-la (I‘\IF000107‘2) (IMFNKKKF_00016)
Pyrrolidone-carboxylate peptidase (IMFNKKKF_00015)
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¢

IMGPR_plasmid_2681813140_000001: 3,669-26,384 (+)

tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (DDIKKKHF_00035)
APH_3p_llla-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-11la (NFO33064.0) (DDIKKKHF_00031)
APH_4_|a-NCBIFAM aminoglycoside O-phosphotransferase APH(4)-1a (NF000107.2) (DDIKKKHF_00033)
26 Pyrrolidone-carboxyléte peptidase (DDIKKKHF_00032)
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IMGPR _plasmid_2872225858 000001: 10,811-36,237 (+)

tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (IGFNFIDJ_00026)
APH_3p_llla-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-11la (NFO33064.0) (IGFNFIDJ_00016)
APH_2pp_lla-NCBIFAM aminoglycoside O-phosphotransferase APH(2")-Ila (NFO00015.3) (IGFNFIDJ_00027)
ANT_9-NCBIFAM ANT(9) family aminoglycoside nucleotidyltransferase (NF012212 1) IGFNF 1DJ_00022)
APH_4_la-NCBIFAM amlnoglyc05|de0 phosphotransferase APH(4)-1a (NFO00107. 2) (IGFNFIDJ 000205
ANT_6-NCBIFAM aminoglycoside 6- nucleotldyltransferase (NFO33084.2) (IGFNFIDJ_00018)
sat4-NCBIFAM streptothricin N- acetyltransferase Sat4 NFOOOS()O 1) (IGFNFIDJ 00017)
" Purine nucleoside phosphorylase DeoD-type (IGFNFIDJ_00023)
Pyrrolidone-carboxylate peptidase (IGFNFIDJ_00019) 25
101112 13 1415 | | | ] | 21 | | 24

¢

IMGPR_plasmid_2731957776_000002: 2,092-31,689 (+)

tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (MBHEEKFO_00036)
APH_3p_llla-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-11la (NFO33064.0) (MBHEEKFO_00046)
APH_2pp_lla-NCBIFAM aminoglycoside O-phosphotransferase APH(2")-1la (NFO00015.3) (MBHEEKFO_00035)
ANT_9-NCBIFAM ANT(9) family aminoglycoside nucleotidyltransferase (NF01221241) (MBHEEKFO_00040)
APH_4_la-NCBIFAM aminoglycoside O-phosphotransferase APH[4)-la (NFO00107.2) (MBHEEKFO_00042)
ANT_6-NCBIFAM aminoglycoside 6- nucleotldyltransferase(NF033084 2) (MBHEEKFO_ 00044)
sat4-NCBIFAM streptothricin N- acetyltransferase Sat4 (NF000360 1) (MBHEEKFO 00045) é
"Purine nucleoside phosphorylase DeoD-type (MBHEEKFO_00039)
Pyrrolidone-carboxylate peptidase (MBHEEKFO_00043) ‘

525150 49 48 47 41 ‘ ‘3@

¢

IMGPR_plasmid_2663762634_000002: 20,728-50,327 (-)

tet_protect_ M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (NNECGDPK_00044)

APH_3p_llla-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-1lla (NFO33064.0) (NNECGDPK_00033)

APH_2pp_lla-NCBIFAM aminoglycoside O-phosphotransferase APH(2")-lIla (NFO00015.3) (NNECGDPK_00045)
ANT_9-NCBIFAM ANT(9) family aminoglycoside nucleotldyltransferase (NF012212 1) (NNECGDPK_00040)
APH_4 _|a-NCBIFAM amlnoglyc05|de0 phosphotransferase APH(4) la(NF000107.2) (NNECGDPK 00037)
ANT_6-NCBIFAM aminoglycoside 6-| nucleotldyltransferase (NF033084 2) (NNECGDPK_ 00035
sat4-NCBIFAM streptothricin N-acetyltransferasé Sat4 (NFO00360.1) (NNECGDPK_00034) |
Purme nucleoside phosphorylase DeoD-type (NNECGDPK_00041)
Pyrrolidone- carboxylate peptldase(NNECGDPK 00036)
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IMGPR_plasmid_2731957778_000001: 15,795-45,393 (+)
tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (GGPDBFIP_00044)
APH_3p_llla-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-11la (NFO33064.0) (GGPDBFIP_00055)
ANT_9-NCBIFAM ANT(9) family aminoglycoside nucleotidyltransferase (NF012212.1) (GGPDBFIP_00048)
APH_4_la-NCBIFAM aminoglycoside O-phosphotransferase APH(4)-la (NFO00107.2) (GGPDBFIP_00051)
ANT_6-NCBIFAM aminoglycoside 6-| nucleotldyltransferase(NF0330842 GGPDBFIP, 000535
sat4-NCBIFAM streptothricin N- acetyltransferase Sat4 (NFOOOSéO 1) ( CGPDBFIP ' 00054)
‘ “Purine nucleoside phosphorylase DeoD-type (GGPDBFIP_00047)
Pyrrolidone-carboxylate peptidase (GGPDBFIP_00052)45
616059 58 5756 | | ] 5049 | 46 APH_2pp_lla-NCBIFAM aminoglycoside O-phosphotransferase APH(2")-1la (NFO00015.3) (GGPDBFIP_00043)

N
IMGPR _plasmid_2718217742_000001:31,356-55,112 (-)
APH_3p_llla-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-11la (NFO33064.0) (CJDJMLHC_00049)
ANT_9-NCBIFAM ANT(9) family aminoglycoside nucleotidyltransferase (NF012212.1) (CJDJMLHC_00052)
ANT_6-NCBIFAM aminoglycoside 6- nucleotldyltransferase (NF033084.2) (CJDJMLHC_00051)
sat4-NCBIFAM streptothricin N- acetyltransferase Sat4 (NF000360 1) (CJDJMLHC_00050)
46 Purine nucleos?phosphorylase DeoD-type (CJDJMLHC_00053)
44 ﬁT 47 48 \ \ \ tet,protect,M NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (CJDJMLHC_00054)

¢

IMGPR_plasmid_2671180569_000001: 29,647-50,574 (+); 1-2,462 (+)
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IMGPR_plasmid_2660238418_000002: 17,636-34,035 (-)

IMGPR_plasmid_2663762874_000001: 1,680-18,079 (+)

IMGPR_plasmid 2671180897 000003: 17,633-34,026 (-)
891011 12

IMGPR_plasmid_2660238035_000002: 3,067-11,070 (+)

DNA primase TraC (EIGKMNCG_00003)
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IMGPR_plasmid_2667528005_000002: 1,623-12,697 (+)
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IMGPR_plasmid_2663763337.000002: 17,648-28,722 (-)
29 3334

IMGPR _plasmid_647000224_000001: 20,325-30,726 (+)
} 10000 nt {
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