tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (KEJAJFKL_00003)
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IMGPR _plasmid_2721755626_000001: 1,445-13,840 (+)
tet, protect M-NCBIFAM tetracycllne resistance ribosomal protection protein Tet(M) (NFO12155.1) (IJNILDAO_00002)
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\MGPR,p\asm\d727182178277000001 5-13,851(+)
APH_3p_llla-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-11la (NFO33064.0) (CDIFIICC_00002)
tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (CDIFIICC_00001)
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IMGPR plasmid 2851784906 _000001: 1-13,401 (+)

APH_3p_llla-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-111a (NFO33064.0) (MEAOLLCB_00004)

tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (MEAOLLCB_00003)
| 5 6 7 8
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IMGPR _plasmid_2687453423_000001: 1,445-15,387 (+)

APH_3p_ll1a-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-11la (NFO33064.0) (JPLBMBDG_00049)
tet_protect_M-NCBIFAM tetracycline resistance ribosomal protectlon protein Tet(M) (NFO12155.1) (JPLBMBDG_00056)
APH_2pp_la-NCBIFAM aminoglycoside O-phosphotransferase APH(2' ”) la (NFO00508.1) (JPLBMBDG_00051)

APH_4_la-| NCBIFAM aminoglycoside O-phosphotransferase APH(4)- la (NFO00107.2) (JPLBMBDG_00054)

‘ Pyrrolidone-carboxylate pgy)iidase (JRLBMBDG_00053)

Peptidase E (JPLBMBDG_00050)
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IMGPR plasmid 2681813047 _000001: 32,405-50,596 (-)
APH_3p_llla-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-111a (NFO33064.0) (MKFCGJIF_00048)
tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (MKFCGJIF_00051)

Type_V_V_U4 Cas12 (MKFCGJIF_00049)
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IMGPR _plasmid_2713896881 _000001: 28,867-45,784 (-)
APH_3p_llla-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-Illa (NFO33064.0) (PENMALLI_00008)
tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO 1?1 55.1) (PENMALLI_00005)
DNA topoisomerase 3 (PENMALLI_00002) Type_V_V. U4 Cas12 (PENMALLI 00007)
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IMGPR_plasmid_2690316004_000001: 16-20,508 (+)
1 2 3 4

IMGPR_plasmid_2695420509_000001: 92-10,252 (+)
1 2 3 4

IMGPR_plasmid_639633017_000001: 66-10,403 (+)
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IMGPR_plasmid_2731957783_000001: 45,309-55,845 (-)
1 2 34 5

IMGPR_plasmid_2731957784_000002: 64-10,600 (+)

tet_protect_ M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (MPEBECMA_00001)
2 3 4 56 7
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IMGPR_plasmid_641210253_000001: 1-14,023 (+)
49 48 47 4645 44

IMGPR_plasmid_2675903524_000001: 30,321-42,008 (-)

tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (IKKPEIBG_00003)
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IMGPR _plasmid_2657245523 000001: 1,012-15,777 (+)
APH_3p_llla-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-11la (NFO33064.0) (IMCDOPNC_00002)
V_U4 CAS-V‘-F; (IMCDOPNC_00001)
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IMGPR _plasmid 2657245494 _000001: 18-11,946 (+)
APH_3p_llla-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-11la (NFO33064.0) (BNPGMPDD_00050)
tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (BNPGMPDD_00061)
APH_2pp_lla-NCBIFAM aminoglycoside O-phosphotransferase APH(2")-Ila (NFO00015.3) (BNPGMPDD_OOOéZ)
ANT_9-NCBIFAM ANT(9) family aminoglycoside nucleotidyltransferase (NF012212.1) (BNPGM‘PDD_00057)
APH}Ua-NCBIFAM aminoglycoside 6-phosphotransferase APH(4)-1a (NFOOOiO7.2) (BNPGMPDD_00054)
ANT_6-NCBIFAM éminoglycoside 6-nucleotidyltransferase (NF033084.2) (BNPGMPDD_00052)
sat4-NCBIFAM streptothricin N-acetyltransferase Sat4 (NFO00360.1) (BNPGMPDD_00051)
Purine nucleoside phosphorylase DeoD-t‘ype (BNPGMPDD_OOOSS)
Pyrrol‘idone-carboxyla‘te peptidase (BNPGMPDD_00053)
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IMGPR _plasmid_2667527823 000001: 30,592-53,461 (-)

APH_3p_llla-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-11la (NFO33064.0) (JHMMIJAH_00015)
tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (JHMMIJAH_00004)
APH_2pp_lla-NCBIFAM aminoglycoside O-phosphotransferase APH(2")-Ila (NFO00015.3) (JHMMIJAH_00003)

ANT_9-NCBIFAM ANT(9) family aminoglycoside nucleotidyltransferase (NF012212.1) (JHMMIUAH_OOOOB)
APH_é‘l_Ia—NCBIFAM aminoglycoside O-phosphotransferase APH(4)-la (NFOOd107.2) (JHMMIJAH_00011)
ANT_6-NCBIFAM ‘aminoglycoside 6-nucleotidyltransferase ‘(NF033084.2) (JHMMIJAH_00013)
sat4-NCBIFAM streptothricin N-acetyltransferase Sat4 (NFO00360.1) (JHMMIJAH_00014)
Purine nucleoside phosphorylase DeoD-:type (JHMMIJA:H,OOOO7) ‘ ‘
Pyrrolidone-carboxylate peptidase (JHMMIJAH_00012)
56 | 9 10 e B | 16 17 18 19 20 21

I 1 — I I
IMGPR _plasmid_268181313%9 000002: 1,048-23,917 (+)

APH_3p_llla-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-11la (NFO33064.0) (CFHHMALP_00014)
tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (CFHHMALP_00004)
APH_2pp_lla-NCBIFAM aminoglycoside O-phosphotransferase APH(2")-Ila (NFO00015.3) (CFHHMALP_OOOOS)

ANT_9-NCBIFAM ANT(9) family aminoglycoside nucleotidyltransferase (NF012212.1) (CFHHMALP_OOOOS)
APH}LIa—NCBIFAM aminoglycoside B-phosphotransferase APH(4)-la (NFOOO‘107.2) (CFHHMALP_00010)
ANT_6-NCBIFAM éminoglycoside 6-nucleotidyltransferase (NF033084.2) (CFHHMALP_00012)
sat4-NCBIFAM streptothricin N-acetyitransferase Sat4 (NFO00360.1) (CFHHMALP_00013)
Purine nucleoside phosphorylase DeoD-fype (CFHHMALP_OOOO7) ‘
Pyrrolfdone-carboxyléte peptidase (CFHHMALP_00011)
56 | 9 eEE R | 15 16 17 18 19 20
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IMGPR _plasmid_2731957763_000002: 1,296-24,166 (+)

APH_3p_llla-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-111a (NFO33064.0) (FMNEMOIM_00013)
tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NF01215§.1) (FMNEMOIM_00002)
APH_2pp_lla-NCBIFAM aminoglycoside O-phosphotransferase APH(2")-Ila (NFO0O0015.3) (FMNEMOIM_00001)

ANT_9-NCBIFAM ANT(‘?) family aminoglycoside nucleotidyltransferase (NF012212.1) (FMNEMOIM_OOOOé)
APH_4_Ia-NCBIFAM aminoglycoside B-phosphotransferase APH(4)-1a (NFOOOiO7.2) (FMNEMOIM_00009)
ANT_6-NCBIFAM émlnoglyc05|de6 nucleotidyltransferase (NF033084 2) (FMNEMOIM_00011)
sat4- NCBIFAM streptothrlcm N- acetyl?a'?sferase Sat4 (NF000360.1) (FMNEMOIM_00012)
Purine nucleoside phosphorylase DeoD- type (FMNEMO'M 00005) L
Pyrrolldone carboxylate peptidase (FMNEMOIM_00010)
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IMGPR _plasmid_2690316106_000001: 170-22,774 (+)

APH_3p_llla-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-11la (NFO33064.0) (CJPAMMJB_00055)
ANT_9-NCBIFAM ANT(9) family aminoglycoside nucleotldyltransferase (NF012212.1) (CJPAMMJB_00062)
APH_4_la- NCBIFAM aminoglycoside O- phosphotransferase APH(4)-1a (NFO00107.2) (CJPAMMJB_00059)
ANT_6- NCBIFAM amlnoglycosﬂeé nucleotldyltransferase (NF033084.2) (CJPAMMJB_00057)

sat4-NCBIFAM streptothricin N-acetyltransferase Sat4 (NFO00360.1) (CJPAMMJB_00056)
Purine nucleoside phosphorylase DeoD-type (CJWMJB 00063)
65 Pyrrolidone-carboxylate peptidase (CJPAMMJB_00058)
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IMGPR _plasmid_2660238250_000001: 36,667-55,118 (-)
APH_3p_llla-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-111a (NFO33064.0) (ACNPGKIB_00058)
APH_4_la-NCBIFAM aminoglycoside O-| pﬁosphotransferase APH(4)-1a (NFO00107.2) (ACNPGKIB_00062)
ANT_6-NCBI IFAM amlnoglyc05|de6 nucleotldyltransferase (NF033084.2) (ACNPGKIB_00060)
sat4-NCBIFAM streptothrlcm N- acetyltransferase Sat4 (NFO00360.1) (ACNPGKIB_00059)
Streptomycin 3'-adenylyltransferase (ACNPGKIB_00064)
Pyrrolidone-carboxylate peptidase (ACNPGKIB_00061)
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IMGPR _plasmid_2731957780_000001: 38,315-55,035 (-)
AAC,3,I-NCBIFAM AAC(3)-I family aminoglycoside 3-N-acetyltransferase (NFO33083.0) (OEJDAGPI_00056)
APH_3p_llla- NCBIFAM aminoglycoside O-phosphotransferase APH(3')-11la (NFO33064.0) (OEJDAGPI_00053)
APH_2pp_la- NCBIFAM aminoglycoside O-pho spﬁo ransferase APH(2")-la (NFO00508.1) (OEJDAGPI_00055)
ANT_9-NCBIFAM ANT(9) family aminoglycoside nucleotldyltransferase (NFO12212.1) (OEJDAGPI_00058)
Type_V_V_U4 Cas12 (OEJDAGPI_00054)
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IMGPR_plasmid_2731957791_000001: 36,132-51,939 (-)

IMGPR_plasmid_2731957776_000002: 229-9,650 (-)
1 2 3 7 9 10

IMGPR_plasmid_2563366571_000001: 113-12,314 (+)

tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (LIPPDHHI_00001)
2 3 45 6 78 13 14
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IMGPR_plasmid_3300003155_000017:386-16,291 (+)
APH_3p_llla-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-Illa (NFO33064.0) (EGDAIFED_00048)
APH_4_la-NCBIFAM aminoglycoside O-phosphotransferase APH(4)-la (NFO00107.2) (EGDAIFED_00052)
ANT_6-NCBIFAM aminoglycoside 6-nuc|eotidyltraﬁsferase (NF033084.2) (EGDAIFED_00050)
sat4-NCBIFAM streptothricin N-acetyltransferase $at4 (NFO00360.1) (EGDAIFED_00049)
Pyrrolidone-carboxyléte peptidasé (EEEAIFED_OOOS 1)
56 5554 53 | [ | | | 47 42
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IMGPR _plasmid_2713896882_000001:29,785-46,138 (-)
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