qepA-NCBIFAM fluoroquinolone efflux MFS transporter QepA (NF012169.0) (JFJIAPGE_00012)

SpaH-type pili (VFO727) (JFJIAPGE_00008) Tetracycline repressor protein class A from transposon 1721 (JFJIAPGE_00015)
SpaA-type pili (VF0364) (JFJIAPGE_00010) Single-stranded DNA-binding protein (JFJIAPGE_00020)
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IMGPR _plasmid_3300044938_000115:252-25,674 (+)
qepA-NCBIFAM fluoroquinolone efflux MFS transporter QepA (NFO12169.0) (OKFDOEGE_00049)

SpaH-type pili (VFO727) (OKFDOEGE_00053) Tetracycline repressor protein class A from transposon 1721 (OKFDOEGE_00046)
SpaA-type pili (VFO364) (OKFDOEGE_00051)
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IMGPR_plasmid_3300045250_000064: 39,854-65,276 (-)

gepA-NCBIFAM fluoroquinolone efflux MFS transporter QepA (NFO12169.0) (OPINAEAL_00049)

SpaH-type pili (VFO727) (OPINAEAL_00053) Tetracycline repressor protein class A from transposon 1721 (OPINAEAL_00046)
SpaA-type pili (VFO364) (OPINAEAL_00051)
59 58 57 56 55 54 53 51 49 47 46 44
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IMGPR _plasmid_3300045234_000087: 39,901-65,758 (-)
gepA-NCBIFAM fluoroquinolone efflux MFS transporter QepA (NFO12169.0) (PIPJJMFO_00012)

SpaH-type pili (VF0727) (PIPJJMFO_00008) Tetracycline repressor protein class A from transposon 1721 (PIPJJMFO_00015)
SpaA-type pili (VFO364) (PIPJJMFO_00010)
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IMGPR_plasmid_3300045238_000064: 149-26,006 (+)
qepA-NCBIFAM fluoroquinolone efflux MFS transporter QepA (NF012169.0) (JHBBADCL_00011)

SpaH-type pili (VFO727) (JHBBADCL_00007) Tetracycline repressor protein class A from transposon 1721 (JHBBADCL_00014)
SpaA-type pili (VFO364) (JHBBADCL_00009)
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IMGPR_plasmid_3300047503_000100: 21-24,298 (+)
gepA-NCBIFAM fluoroquinolone efflux MFS transporter QepA (NF012169.0) (MIDLNNCE_00010)

SpaH-type pili (VF0727) (MIDLNNCE_00006) Tetracycline repressor protein class A from transposon 1721 (MIDLNNCE_00013)
SpaA-type pili (VF0364) (MIDLNNCE_00008)
1 2 3 45 7 9 11 12 14

I
IMGPR_plasmid_3300045816_000058: 99-23,483 (+)
qepA-NCBIFAM fluoroquinolone efflux MFS transporter QepA (NF012169.0) (PFKFJOMG_00008)

SpaH-type pili (VF0727) (PFKFJOMG_00004) Tetracycline repressor protein class A from transposon 1721 (PFKFJOMG_00011)
SpaA-type pili (VFO364) (PFKFJOMG_00006)
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IMGPR_plasmid_3300045189_000110: 92-21,499 (+)
1 2
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\MGPprl\asmid733OOO45 177_000059:373-7,044 (+)
k 10000 nt {
virulence (VFDB) AMR (AMRFinderPlus) tRNA
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