UDP-galactopyranose mutase (FCPHNAFL_00009)

HasA-type hemophore-mediated heme uptake system (VF0940) (FCPHNAFL_00017)
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ABC transporter (VF0818) (FCPHNAFL_00016)
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Polysialic acid transport ATP-binding protein KpsT (MPFHGCKD_00023)
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