
IMGPR_plasmid_3300036930_000399: 8,009-12,419 (+)

Single-stranded DNA-binding protein (HEBCLDOJ_00010)

11 12

Type IV secretion system protein virB1 (HEBCLDOJ_00013)
PDC-S04_WP_169250289.1 (HEBCLDOJ_00014)

15 16

IMGPR_plasmid_3300049215_000314: 71-6,217 (-)

38

IMGPR_plasmid_3300029999_000316: 20,194-28,431 (+)

PDC-S04_WP_169250289.1 (LLAEKLPL_00027)
28

IMGPR_plasmid_3300036787_000212: 21,694-26,335 (+)

Single-stranded DNA-binding protein Tyrosine recombinase XerC (IDGKNBLA_00022)

IMGPR_plasmid_3300029953_000697: 12,346-18,252 (+)

14 15 16

IMGPR_plasmid_3300038420_000203: 12,985-18,542 (+)

17 18 Prophage integrase IntA (HANEBGHG_00019)

IMGPR_plasmid_3300038418_000039: 7,776-12,919 (+)

13 14 Prophage integrase IntA (KNDCDPLH_00015)

IMGPR_plasmid_3300037103_000078: 24,225-33,559 (+)

29
Tyrosine recombinase XerC (HKPHIBKI_00030)

CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase (HKPHIBKI_00032)

32

HTH-type transcriptional repressor NsrR (HKPHIBKI_00034)

DndA_00001 DndA (HKPHIBKI_00035)
Iron-sulfur cluster assembly scaffold protein IscU (HKPHIBKI_00036)

IMGPR_plasmid_3300037428_000065: 24,223-31,721 (+)

29
Tyrosine recombinase XerC (GCKEKJNJ_00030)

CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase (GCKEKJNJ_00032)

32 HTH-type transcriptional repressor NsrR (GCKEKJNJ_00034)

IMGPR_plasmid_3300036878_000119: 74-7,496 (-)

12

CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase (KEBGFOMN_00003)
Tyrosine recombinase XerC (KEBGFOMN_00005)

5

IMGPR_plasmid_3300037563_000239: 9,141-15,295 (+)

15
Tyrosine recombinase XerC (JOOINKHJ_00016)

CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase (JOOINKHJ_00018)

IMGPR_plasmid_3300037113_000082: 83-6,667 (-)

CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase (GNIODKEB_00001)
Tyrosine recombinase XerC (GNIODKEB_00003)

3

IMGPR_plasmid_3300037109_000055: 18-7,086 (-)

HTH-type transcriptional repressor NsrR (GCEELOFO_00001)

CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase (GCEELOFO_00002)
Tyrosine recombinase XerC (GCEELOFO_00004)

4

IMGPR_plasmid_3300036888_000071: 122-6,583 (-)

1
Tyrosine recombinase XerC (HAMKCIBM_00003)

3

IMGPR_plasmid_3300033823_000077: 24,223-36,948 (+)

29
Tyrosine recombinase XerC (ICEMELDM_00030)

CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase (ICEMELDM_00032)

32

HTH-type transcriptional repressor NsrR (ICEMELDM_00034)
DndA_00001 DndA (ICEMELDM_00035)

Iron-sulfur cluster assembly scaffold protein IscU (ICEMELDM_00036)
Iron-sulfur cluster insertion protein ErpA (ICEMELDM_00037)

Co-chaperone protein HscB (ICEMELDM_00038)
Adherence; porin (VF0713) (ICEMELDM_00039)

39

IMGPR_plasmid_3300023090_000103: 24,200-34,689 (+)

29
Tyrosine recombinase XerC (PAJCEIJJ_00030)

CDP-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase (PAJCEIJJ_00032)

32

HTH-type transcriptional repressor NsrR (PAJCEIJJ_00034)

DndA_00001 DndA (PAJCEIJJ_00035)

Iron-sulfur cluster assembly scaffold protein IscU (PAJCEIJJ_00036)

Iron-sulfur cluster insertion protein ErpA (PAJCEIJJ_00037)
Co-chaperone protein HscB (PAJCEIJJ_00038)

IMGPR_plasmid_3300036427_000067: 7,625-14,933 (+)

14
Tyrosine recombinase XerC (PDCGEFCL_00015)

PDC-S02_WP_151674975.1 (PDCGEFCL_00016)

17

IMGPR_plasmid_3300036887_000254: 116-7,069 (-)

12
Tyrosine recombinase XerC (KPGKGLPD_00003)

IMGPR_plasmid_3300036889_000184: 7,453-14,406 (+)

Tyrosine recombinase XerC (ECFEOEJD_00014)
15 16 17

IMGPR_plasmid_3300048770_000219: 21,694-28,188 (+)

Tyrosine recombinase XerC (IHMJBILP_00025)
26 27

IMGPR_plasmid_3300036906_000159: 158-14,367 (-)

1234

AbiEi_WP_076488363.1 AbiEi (JADLCOFG_00005)
AbiEii_WP_100773286.1 AbiEii (JADLCOFG_00006)

Circadian clock protein kinase KaiC (JADLCOFG_00007)
891011

Tyrosine recombinase XerC (JADLCOFG_00012)

IMGPR_plasmid_3300050013_000037: 3-6,972 (-)

Inorganic pyrophosphatase (JFDEBPKJ_00001)
Prophage integrase IntS (JFDEBPKJ_00003)

3

PDC-S04_WP_169250289.1 (JFDEBPKJ_00006)

IMGPR_plasmid_3300050034_000068: 303-6,349 (-)

Prophage integrase IntS (FHIIHFMN_00002)2

IMGPR_plasmid_3300050035_000049: 22,672-30,896 (+)

31
Prophage integrase IntS (GDFBBFHD_00032)

bla_subclass_B3-NCBIFAM subclass B3 metallo-beta-lactamase (NF033105.1) (GDFBBFHD_00034)

34

IMGPR_plasmid_3300047642_000177: 265-4,911 (-)

13

IMGPR_plasmid_3300036717_000026: 464-6,617 (-)

2
PDC-S04_WP_169250289.1 (CDHBPAIO_00003)

IMGPR_plasmid_3300036428_000065: 22,661-31,849 (+)

Prophage integrase IntS (OOFOHBAC_00027)
Inorganic pyrophosphatase (OOFOHBAC_00029)

Phosphoribosylformylglycinamidine synthase subunit PurS (OOFOHBAC_00030)

Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (OOFOHBAC_00031)

IMGPR_plasmid_3300037149_000121: 25,297-35,719 (+)

Prophage integrase IntS (PPIAICMF_00029)

Phosphatidylinositol phosphate synthase (PPIAICMF_00031)
Transcription elongation factor GreA (PPIAICMF_00032)

32 33 34

IMGPR_plasmid_3300048581_000030: 184-8,252 (-)

Prophage integrase IntS (FMIMNMPJ_00001)234

5000 nt

defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA


