retron_type_VI_hth_cluster2_1 (MLCCBBFC_00019)
18 20 21 22 23 24 25 26

—
IMGPR_plasmid_3300007362_000010: 10,428-19,157 (+)
ZorB1_00002 MotB (CFALKGOO_00001)

—
IMGPR_plasmid_3300007055_000004: 174-6,520 (-)

DrmD_00013 DrmD (JGKPFJLM_00021)
19 20 22 23

— —
IMGPR_plasmid_3300014961_000036:8,927-19,236 (+)

CadF (VF0322) (ICCACHGO_00003)
4 2 1

— —
IMGPR_plasmid_3300029118_000015: 97-7,973 (-)

PDC-M64C_WP_110053925.1 (OBPBCDIN_00008) PDC-S05 WP_065233724.1 (OBPBCDIN_00002)
9 T 7 6 5 4 3 Tyrosine recombinase XerC (OBPBCDIN_00001)

E#

—
IMGPR_plasmid_3300029851_000040: 12-13,778 (-)
23 24 25 26 2728 29 3031

—
IMGPR _plasmid_3300006746_000005: 10,742-21,584 (+)
25
19 20 21 22 2324] 26 2728

IMGPR_plasmid_3300029846_000011:8,170-19,107 (+)
23 24 25 26 27 2829 30 3132

IMGPR_plasmid_3300029097_000005: 10,612-21,483 (+)

—
IMGPR _plasmid_3300029850_000004: 123-10,743 (-)
23 24 25 26 27 28 293031

I
IMGPR _plasmid_3300028968_000011: 10,592-21,215 (+)
30
23 24 25 26 27 28297313233 3435

IMGPR_plasmid_3300029218_000005: 10,827-22,262 (+)
12 11 10 9 8 7654 3 21

—
IMGPR_plasmid_3300023493_000009: 137-11,583 (-)
9 8 7 6 5 432 1

—
IMGPR _plasmid_3300008716_000010:419-10,904 (-)
21 22 23 24 2526 27 28

IMGPR_plasmid_3300029617_000014: 9,676-20,300 (+)
23 24 25 26 27 282930313233 3435

—
IMGPR _plasmid_3300029679_000009: 10,407-22,243 (+)
29
23 24 25 262728 303132 3334

—
IMGPR _plasmid_3300029619 000008: 10,493-21,384 (+)
29
23 24 25 262728]303132 33

—
IMGPR plasmid_3300029490 000006: 10,416-21,308 (+)
13 12 11 10 9 8 7654 3 21

—
IMGPR_plasmid_3300029241_000007: 239-11,967 (-)

—
IMGPR_plasmid_3300029077_000003: 31-10,351 (-)

IMGPR_plasmid_3300014562_000009: 499-9.992 ()
DNA-invertase hin (CBJCIMJG_00002)
anti-RM (APIS108) (CBJCIMJG_00003)
11 10 9 8 765 4 | 1

g#

—
IMGPR_plasmid_3300008063_000008: 99-13,860 (-)

—
IMGPR_plasmid_3300000290_000019:459-9,812 (-)
DNA-binding protein HU CAI-1(VF0405) (OFNEHEEB_00022)

15 16 17 21 23

N
o

— —
IMGPR_plasmid_3300030078_000005: 9,180-21,049 (+)

CAI-1(VF0405) (NICAOLOJ_00005)

~
o
IN

IMGPR_plasmid_3300008737_000016: 143-11,648 (-)
CAI-1(VF0405) (IGAILNHF_00022)
20 21 23

i#

— ——
IMGPR_plasmid_7000000587_000003: 9,228-18,899 (+)

CAI-1(VF0405) (EKJJBDHM_00006)
7

8 5

%#

— —
IMGPR_plasmid_3300029337_000025: 1,174-11,642 (-)

CAI-1(VF0405) (NBFLGGFD_00017)
15 16 18

%#

— EE—
IMGPR_plasmid_2904852693_000002: 7,255-17,662 (+)

CAI-1(VF0405) (PNDEMBAJ_00023)
20 2122 24

i#

— —
IMGPR _plasmid_3300030032_000008: 9,290-19,111 (+)
Type_V_V_U4 Cas12 (EEIGMCFP_00009) CAI-1 (VF0405) (EEIGMCFP_00005)
12 11 10 8 7 6 4
— — —
IMGPR_plasmid_3300029561_000036: 6-15,461 (-)

CAI-1(VF0405) (GHFJOCNC_00025)
20 21 22 23 2 6

%

IMGPR_p\asmid_649989912_000003:?,94 1-25,506 (+)
1S4 family transposase ISBf8 (OKJEIPBC_00021) CAI-1 (VF0405) (OKJEIPBC_00025)
20 22 23 24 26
PE- D@ -EETH -
— —
IMGPR_plasmid_3300029756_000026: 9,303-24,535 (+)
DNA-binding protein HU (LHCBAALE_00017) CAI-1 (VF0405) (LHCBAALE_00006)

13 11 10 9 8 5

§+

IMGPR_plasmid_2898069003_000006: 1,030-14,901 (-)
erm_F_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NFO12223.0) (DAMHFBAA_00012) CAI-1(VF0405) (DAMHFBAA_00005)
1S30 family transposase 1S4351 (DAMHFBAA_00013) 11 10 9 8 7 6 4

:
#

IMGPR_plasmid_2548876788_000003: 145-17,448 (-)
20 21

—
IMGPR_plasmid_3300029457_000007: 9,440-18,151 (+)
20 21

—
IMGPR_plasmid_3300014921_000017: 9,289-17,025 (+)

!

IMGPR _plasmid_2913815623 000002: 1,123-7,897 (-)
11 15256 family transposase 1SSde5 (AHGJOHGH_00006)

IMGPR_plasmid_3300014760_000011:49-8,614 (-)
1S256 family transposase 1SSde5 (JAMKGKMC_00018)

IMGPR_plasmid_3300014549_000012:8,656-17,194 (+)

i

—
IMGPR _plasmid_3300029675_000038: 1,014-8,156 (-)
21

IMGPR _plasmid_3300014571_000013:9,759-17,092 (+)
[ 6000 nt i
defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)




