
IMGPR_plasmid_3300029844_000028: 78-7,137 (+)

1 2

PDC-M64C_WP_110053925.1 (PDDCODAM_00003)

4 5
PDC-M13A_WP_211597871.1 (PDDCODAM_00006)

7 8 9 10 11

IMGPR_plasmid_3300014529_000016: 74-6,140 (+)

1 2
PDC-M64C_WP_110053925.1 (FKLIIELH_00003)

4

IMGPR_plasmid_3300007292_000005: 155-10,714 (+)

1 2 3 4 5 6 7 8 9
PDC-M64C_WP_110053925.1 (EHMKLDML_00010)

11

IMGPR_plasmid_3300029122_000012: 396-11,178 (+)

1 2 3 4 5 6 7 8 9 10 11 12 13 14 PDC-M13A_WP_211597871.1 (LOBGEBKC_00015)

IMGPR_plasmid_3300029730_000007: 153-11,272 (+)

1 2 3 4 5 6 7 8 9 10 11 12 13 PDC-M13A_WP_211597871.1 (HCMJFDCH_00014)

IMGPR_plasmid_3300029114_000008: 155-12,056 (+)

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 PDC-M13A_WP_211597871.1 (IIINLJKI_00017)

IMGPR_plasmid_3300014917_000019: 10,341-20,685 (-)

PDC-M13A_WP_211597871.1 (IPHGLPPF_00020)21222324252627282930313233

IMGPR_plasmid_3300029417_000018: 15,231-24,453 (-)

25262728293031323334

IMGPR_plasmid_3300008619_000003: 168-12,011 (+)

1 2 3 4 5 6 7 8 PDC-S27_WP_062081222.1 (IDNFJPGK_00009) 10 11 PDC-M13A_WP_211597871.1 (IDNFJPGK_00012)

IMGPR_plasmid_3300029445_000027: 18,375-28,110 (-)

PDC-M13A_WP_211597871.1 (BAJGCAMJ_00027)282930313233343536

IMGPR_plasmid_3300029791_000019: 12,857-18,384 (-)

PDC-M13A_WP_211597871.1 (NADPMAEO_00021)22242526

IMGPR_plasmid_3300000298_000004: 9,266-15,835 (-)

1415PDC-M13A_WP_211597871.1 (OAHLPOAN_00020)2122

IMGPR_plasmid_3300000290_000019: 14,770-20,048 (-)

PDC-M13A_WP_211597871.1 (BLLEGLLL_00029)3031

IMGPR_plasmid_7000000352_000008: 314-5,596 (+)

1 2 PDC-M13A_WP_211597871.1 (EJFPPBDJ_00003)

IMGPR_plasmid_2814123244_000001: 10,418-16,034 (-)

PDC-M13A_WP_211597871.1 (BPJIJAKJ_00020)212223

IMGPR_plasmid_3300029441_000038: 6,527-14,579 (-)

PDC-M13A_WP_211597871.1 (ECBKIKAK_00015)1617181920

IMGPR_plasmid_649989912_000003: 592-8,172 (+)

PDC-S27_WP_062081222.1 (GHFJOCNC_00001)
2 3 PDC-M13A_WP_211597871.1 (GHFJOCNC_00004)

IMGPR_plasmid_3300029034_000018: 10,269-17,767 (-)

PDC-M13A_WP_211597871.1 (NMGOIANP_00020)2122
PDC-S27_WP_062081222.1 (NMGOIANP_00023)

IMGPR_plasmid_3300029437_000038: 53-6,495 (+)

ZorB1_00002 MotB (JLIPMHEH_00001)
2 3 PDC-M13A_WP_211597871.1 (JLIPMHEH_00004)

IMGPR_plasmid_3300029731_000013: 11,282-21,011 (-)

PDC-M13A_WP_211597871.1 (MFMGLGMM_00021)2223
CadF (VF0322) (MFMGLGMM_00024)

BopD (VF0362) (MFMGLGMM_00025)

putative N-acetyltransferase YvbK (MFMGLGMM_00026)
SubclassA2-NCBIFAM class A beta-lactamase, subclass A2 (NF012099.1) (MFMGLGMM_00027)

IMGPR_plasmid_3300028998_000020: 17,381-25,685 (-)

PDC-M13A_WP_211597871.1 (KFFIPKLC_00026)2728293031
anti-RM (APIS108) (KFFIPKLC_00032)

IMGPR_plasmid_3300029554_000023: 1,713-9,287 (+)

1 2 3
DNA-invertase hin (IICBCBFM_00004)

5 6 PDC-M13A_WP_211597871.1 (IICBCBFM_00007)

IMGPR_plasmid_2913815623_000002: 11,406-16,830 (-)

21222324

IMGPR_plasmid_3300030441_000025: 35-11,392 (+)

1 2 3 4 5 6 7
CadF (VF0322) (MALKPBJG_00008)

9 10 PDC-M13A_WP_211597871.1 (MALKPBJG_00011)

IMGPR_plasmid_3300039359_000007: 10,418-20,067 (-)

PDC-M13A_WP_211597871.1 (MICFDMCF_00020)2122
CadF (VF0322) (MICFDMCF_00023)

2425262728

IMGPR_plasmid_3300029779_000016: 1,387-8,526 (+)

IS256 family transposase ISDku1 (BGKGMACJ_00006) 11

IMGPR_plasmid_3300006299_000012: 9,304-14,574 (-)

19

4000 nt

defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)


