
IMGPR_plasmid_2850646820_000003: 756,096-767,710 (+)
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Glutamine synthetase (BDGBBHHC_00709)
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Hexitol phosphatase A (BDGBBHHC_00711)

710 Mannitol 2-dehydrogenase (BDGBBHHC_00713)

IMGPR_plasmid_2850633175_000003: 540,606-552,220 (-)

503504

IMGPR_plasmid_2855825444_000002: 196,100-207,341 (-)

175

IMGPR_plasmid_2847403270_000002: 1,217,724-1,229,337 (+)
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IMGPR_plasmid_650716086_000004: 636,190-647,791 (-)

598599600

IMGPR_plasmid_2848985563_000003: 1,096,707-1,108,309 (+)

999
10001001

IMGPR_plasmid_2918445941_000003: 641,699-653,327 (+)
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600

601

IMGPR_plasmid_651053067_000002: 202,069-213,697 (-)

179
180

181

IMGPR_plasmid_640753051_000003: 729,685-747,065 (-)

Michele_1A_hits_grouped (CLGMGDBN_00673)
BopD (VF0362) (CLGMGDBN_00676)

Formate dehydrogenase, mitochondrial (CLGMGDBN_00677)

679681682

IMGPR_plasmid_2512875026_000003: 1,074,745-1,092,069 (+)

1006 1007

IMGPR_plasmid_2517487022_000003: 198,929-215,580 (-)
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6000 nt

defence (DefenseFinder) virulence (VFDB)


