putative riboflavin import permease protein RfuC (MKIDPOGM_00185)
D-inositol-3-phosphate glycosyltransferase (MKIDPOGM_00194)
HTH-type transcriptional regulator CynR (MKIDPOGM_00188)
Ribose import ATP-binding protein RbsA (MRIDPOGM_00187)
Purine-binding priotein (MKIDPOGM_00184) ‘ 191 6-deoxy-6-sulfo-D-gluconate dehydratase (MKIDPOGM_00196)

186 | 189 190 | 192193 195 197

IMGPR _plasmid_2847410152_000003: 183,596-197,956 (+)

309
IMGPR plasmid_2847382545_000002: 335,410-349,756 (-)

121 D-inositol-3-phosphate glycosyltransferase (MLDLKGOL_00116)
IMGPR _plasmid_2844483825_000002: 123,006-137,352 (-)

472
IMGPR _plasmid_2511231052_000005: 487,363-501,721 (+)
1459 1461

U0

pob

H H

IMGPR_plasmid_2523533632_000004: 1,611,807-1,626,166 (+)
846
8471 845 2-ketogluconate reductase (ICIECDIL_00842)

H H 0

IMGPR _plasmid_2918445941 000003: 913,706-927,849 (-)
1425
1424 T 1426

H H 0

IMGPR _plasmid_651053067_000002: 1,553,331-1,567,474 (+)
1376 1378
1374  [1377] 1379

IMGPR plasmid_2848978059_000005: 1,481,428-1,495,584 (+)
123122121

H s 0

IMGPR_plasmid_2562617130_000002: 124,709-138,853 (-)
1392

~

IMGPR _plasmid_2517487022_000003: 1,486,661-1,500,277 (+) H H
Trehalose-recycling ABC transporter (VF0842) (CLGMGDBN_00440)
N-(5'-phosphoribosyl)anthranilate isomerase (CLGMGDBN_00444)
Trehalose-recycling ABC transporter (VF0842) (CLGMGDBN_00441)

putative sugar kinase YdjH (CLGMGDBN_00438) HTH-type transcriptional regulator RpiR (CLGMGDBN_00443) Glutathione import ATP-binding protein GsiA
L-methionine gamma-lyase (CLGMGDBN_00439) 442 \ D-inositol-3-phosphate glycosyltransferase (CLGMGDBN_00445) 450 \

OO O@EETE T TR0 - @

IMGPR _plasmid_640753051_000003: 463,573-484,438 (+)
Trehalose-recycling ABC transporter (VF0842) (PPLMMJFO_01254)
Trehalose-recycling ABC transporter (VF0842) (PPLMMJFO_01253)
putative sugar kinase YdjH (PPLMMJFO_01256) HTH-type transcriptional regulator MurR (PPLMMJFO_01250)
L»methioninegamma-lyase(PPLMMJFO_OlQSS) 1251 1250 N-(5'-phosphoribosyl)anthranilate isomerase (PPLMMJFO_01249)

\ . ) @K ] IC KT O a - ) I
IMGPR _plasmid_2512875026_000003: 1,344,420-1,364,285 (-)

k 8000 nt {

virulence (VFDB)




