
IMGPR_plasmid_650716086_000004: 1,547,074-1,605,058 (+)

Glucose-1-phosphate thymidylyltransferase (COIHECOP_01436)
dTDP-4-dehydrorhamnose 3,5-epimerase (COIHECOP_01437)

Capsular polysaccharide (VF0624) (COIHECOP_01438)
dTDP-4-dehydrorhamnose reductase (COIHECOP_01439)

Lipid III flippase (COIHECOP_01440)

Jallet_2B_hits_grouped (COIHECOP_01441)

Polysaccharide capsule (VF0659) (COIHECOP_01442)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (COIHECOP_01443)

Jallet_2B_hits_grouped (COIHECOP_01444)
Myo-inositol 2-dehydrogenase (COIHECOP_01445)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (COIHECOP_01446)
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D-inositol-3-phosphate glycosyltransferase (COIHECOP_01473)
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RtxA (VF0482) (COIHECOP_01476)

HasA-type hemophore-mediated heme uptake system (VF0940) (COIHECOP_01477)
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1481

Arabinose 5-phosphate isomerase KdsD (COIHECOP_01484)

IMGPR_plasmid_2850633175_000003: 1,451,971-1,509,953 (+)

dTDP-4-dehydrorhamnose reductase (LGIOIMFM_01343)

Lipid III flippase (LGIOIMFM_01344)

Jallet_2B_hits_grouped (LGIOIMFM_01345)

Polysaccharide capsule (VF0659) (LGIOIMFM_01346)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (LGIOIMFM_01347)

Jallet_2B_hits_grouped (LGIOIMFM_01348)
Myo-inositol 2-dehydrogenase (LGIOIMFM_01349)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (LGIOIMFM_01350)
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Acyl carrier protein (LGIOIMFM_01373)
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D-inositol-3-phosphate glycosyltransferase (LGIOIMFM_01377)
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RtxA (VF0482) (LGIOIMFM_01380)

HasA-type hemophore-mediated heme uptake system (VF0940) (LGIOIMFM_01381)
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IMGPR_plasmid_651053067_000002: 1,075,381-1,132,366 (+)

dTDP-4-dehydrorhamnose reductase (EJIPODPE_00972)

Lipid III flippase (EJIPODPE_00973)
Jallet_2B_hits_grouped (EJIPODPE_00974)

Polysaccharide capsule (VF0659) (EJIPODPE_00975)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (EJIPODPE_00976)

Jallet_2B_hits_grouped (EJIPODPE_00977)
Myo-inositol 2-dehydrogenase (EJIPODPE_00978)
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HasA-type hemophore-mediated heme uptake system (VF0940) (EJIPODPE_01011)

IMGPR_plasmid_2847388547_000003: 217,687-279,999 (+)

dTDP-4-dehydrorhamnose reductase (CMBKHOME_00192)

Lipid III flippase (CMBKHOME_00193)
Jallet_2B_hits_grouped (CMBKHOME_00194)

Polysaccharide capsule (VF0659) (CMBKHOME_00195)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (CMBKHOME_00196)

Jallet_2B_hits_grouped (CMBKHOME_00197)
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IMGPR_plasmid_2561511187_000003: 1,093,791-1,156,102 (+)

dTDP-4-dehydrorhamnose reductase (NMCEABBA_00987)

Lipid III flippase (NMCEABBA_00988)
Jallet_2B_hits_grouped (NMCEABBA_00989)

Polysaccharide capsule (VF0659) (NMCEABBA_00990)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (NMCEABBA_00991)

Jallet_2B_hits_grouped (NMCEABBA_00992)
Myo-inositol 2-dehydrogenase (NMCEABBA_00993)
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HasA-type hemophore-mediated heme uptake system (VF0940) (NMCEABBA_01030)

IMGPR_plasmid_2847395608_000006: 1,262,777-1,321,040 (+)

dTDP-4-dehydrorhamnose reductase (JAELNLAK_01167)

Lipid III flippase (JAELNLAK_01168)
Jallet_2B_hits_grouped (JAELNLAK_01169)

Polysaccharide capsule (VF0659) (JAELNLAK_01170)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (JAELNLAK_01171)

Jallet_2B_hits_grouped (JAELNLAK_01172)
Myo-inositol 2-dehydrogenase (JAELNLAK_01173)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (JAELNLAK_01174)
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D-inositol-3-phosphate glycosyltransferase (JAELNLAK_01200)
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HasA-type hemophore-mediated heme uptake system (VF0940) (JAELNLAK_01204)
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IMGPR_plasmid_2918445941_000003: 1,342,891-1,401,167 (-)

HasA-type hemophore-mediated heme uptake system (VF0940) (ICIECDIL_01259)
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1286
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IMGPR_plasmid_2855825444_000002: 1,100,713-1,162,420 (+)

dTDP-4-dehydrorhamnose reductase (MKGIFKAG_00994)

Lipid III flippase (MKGIFKAG_00995)

Jallet_2B_hits_grouped (MKGIFKAG_00996)

Polysaccharide capsule (VF0659) (MKGIFKAG_00997)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (MKGIFKAG_00998)
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2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (MKGIFKAG_01001)
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HasA-type hemophore-mediated heme uptake system (VF0940) (MKGIFKAG_01035)

IMGPR_plasmid_2848978059_000005: 1,003,040-1,064,692 (+)

dTDP-4-dehydrorhamnose reductase (FPLMEGNH_00917)

Lipid III flippase (FPLMEGNH_00918)
Jallet_2B_hits_grouped (FPLMEGNH_00919)
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HasA-type hemophore-mediated heme uptake system (VF0940) (FPLMEGNH_00962)
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IMGPR_plasmid_2850654020_000003: 1,519,476-1,578,301 (-)
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HasA-type hemophore-mediated heme uptake system (VF0940) (KKAGDBLO_01396)
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dTDP-4-dehydrorhamnose reductase (KKAGDBLO_01436)

IMGPR_plasmid_2855839649_000004: 1,091,995-1,151,961 (+)

dTDP-4-dehydrorhamnose reductase (CPGACFOC_00983)

Lipid III flippase (CPGACFOC_00984)
Jallet_2B_hits_grouped (CPGACFOC_00985)

Polysaccharide capsule (VF0659) (CPGACFOC_00986)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (CPGACFOC_00987)

Jallet_2B_hits_grouped (CPGACFOC_00988)
Myo-inositol 2-dehydrogenase (CPGACFOC_00989)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (CPGACFOC_00990)
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D-inositol-3-phosphate glycosyltransferase (CPGACFOC_01018)
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HasA-type hemophore-mediated heme uptake system (VF0940) (CPGACFOC_01022)

1021
1022

IMGPR_plasmid_2850646820_000003: 1,470,079-1,530,438 (-)
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IMGPR_plasmid_2847403270_000002: 268,124-335,437 (-)
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IMGPR_plasmid_2847410152_000003: 1,726,097-1,769,782 (+)

1625 1626
1627

1628

Polysialic acid transport protein KpsM (MKIDPOGM_01634)

1630
1631

1632 1633
1634

1635

IS66 family transposase ISRel15 (MKIDPOGM_01641)
IS66 family transposase ISRle3 (MKIDPOGM_01642)

IS256 family transposase ISRm5 (MKIDPOGM_01643)

1639
1640

16411642

1643
1644

1645

Acyl carrier protein (MKIDPOGM_01651)
Lysine synthesis (VF0815) (MKIDPOGM_01652)

Mycobactin (VF0299) (MKIDPOGM_01653)

1649

D-inositol-3-phosphate glycosyltransferase (MKIDPOGM_01655)

1651
1652

RtxA (VF0482) (MKIDPOGM_01658)

HasA-type hemophore-mediated heme uptake system (VF0940) (MKIDPOGM_01659)

IS630 family transposase ISRm10-1 (MKIDPOGM_01660)

1656

20000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB)


