Multifunctional non-homologous end joining protein LigD (HNJPBAKN_00903)
Xylose transport system permease protein XyIH(T-rNJPBAKN,OOS94)
ABC-type heme transporter (VF0739) (HNJPBAKN_00895)
PlcR-PapR quorum sensmg (VF0660) (HNJPBAKN_00889)
D- ><yTse binding perlplasmlc protein (HNJPBAKN _00893)
| 15481 family transposase ISHne2 (HNJPBAKN_00897)

N- acetylglucosamlne repressorT-rJPBAKN 00892)
Inositol 2- dehydrogenase (HNJPBAKN 00888)
tRNA-Arg(ccg)

896 898 902

895897 899| 901

888

Tes?

- -
IMGPR_plasmid_2847403270_000002: 997,498-1,012,805 (+)
15481 family transposase ISHne2 (JGINGLFC_01242)
putative signaling protein (JGII\RSTFC_01236)

1241

12401243
T1242 1244
-_
IMGPR _plasmid_2847375993 000002: 1,374,322-1,387,333 (+)
Multifunctional non-homologous end joining protein LigD (BDGBBHHC_00465)
putative signaling protein (BDGBBHHC_00448)

454
453 | 456 458 460 462| 465
452] 455 457 (459 [461] | 464466

IMGPR plasmid_2850646820,000003: 517,103-536,209 (+)
Multifunctional non-homologous end joining protein LigD (KLJMBOKK_00946)
Response regulator receiver protein CpdR (KLJMBOKK_00942)
Bifunctional hemolysin/adenylate cyclase (KLJMBOKK_00933)

949 45 L 939 929
950 947 94 941l938 936 931L
9517|948 T || 944]| 940] 937] 934 | 932930 Non-homologous end joining protein Ku (KLJMBOKK_00928)

-
IMGPR _plasmid_2511231052_000005: 975,305-1,001,389 (-)
Multifunctional non-homologous end joTining protein LigD (CPGACFOC_00393)
Response regulator receiver protein CpdR (CPGACFOC_00389)

396 392 386
397 394 39 388L385 383
398] 1395 | || 391]| 387 384] Non-homologous end joining protein Ku (CPGACFOC_00375)

\MGPRip\asm‘\djs5583%4?1(500004: 400,603-427,503 (-)
Multifunctional non-homologous end joining protein LigD (ICIECDIL_00383)
Response regulator receiver protein CpdR (ICIECDIL_00387)
1S3 family transposase ISRm1 (ICIECDIL_00397)

378 380 388
377 382 384 3861389
376] 379 | |T383]| 387 390 393 396

-
IMGPR_plasmid_2918445941_000003:424,508-448,832 (+)
Multifunctional non-homologous end j ]omlng protein LigD (MKGIFKAG_00380)
Response regulator receiver protein CpdR (MKGIFKAG_00375)

383 379
386384 381 [ 377 | 374 372
385382 T | [378376 T 373] 367

-
IMGPR _plasmid_2855825444_000002: 389,919-411,471 (-)
Multifunctional non-homologous end joining protein LigD (EJIPODPE_00384)
Response regulator receiver protein CpdR (EJIPODPE_00379)
383
389387 385 [381 | 378 376
388386 T | [382380 [ 377]

\MGPR,p\asm'\d,éS10530677)60002: 393,015-414,527 (-)
Multifunctional non-homologous end joining protein LigD (JAELNLAK_00529)
Response regulator receiver protein CpdR (JAELNLAK_00524)
532 528
533 530 [ 526 | 523 521
534] 531 [ | 527525 [ 522]

-
IMGPR _plasmid_2847395608_000006: 541,885-563,465 (-)
Multifunctional non-homologous end joining protein LigD (LGIOIMFM_00719)

716
722 18

725723 720 715 713

[724721 T | 727 T 714]

\MGPR,p\asm'\djS50633173600003: 747,669-767,924(-)
Multifunctional non-homologous end joining protein LigD (CMBKHOME_01106)
Response regulator receiver protein CpdR (CMBKHOME_01102)
15630 family transposase ISRm2011-2 (CMBKHOME_01098)

\ 1097
1109 1105 1100 LL1095
1110 1107]1103 1101 1096 1093

11117 1208 [ [ 1104 | T 1099[T [1094

\MGPR,p\asm'\d,284738855600003: 1,176,762-1,200,827 (-)
Multifunctional non-homologous end joining protein LigD (NMCEABBA_00381)
Response regulator receiver protein CpdR (NMCEABBA_00377)
1S630 famil\} transpogase ISRm2011-2 (NMCEABBA_00373)

372
384 80 370
385 382 [378 | 375 371 368
390 386|383 [ [[37% | 376374(] |369]

-
IMGPR _plasmid_2561511187_000003: 387,968-412,034 (-)
Multifunctional non-homologous end joining protein LigD (COIHECOP_00812)

CdpA (VF0432) (COIHECOP_00824) 807
817 815 813 810 808805 803
822 816814 T | 811 809 [606 804]

— -
IMGPR_plasmid_650716086_000004: 834,149-857,161 (-)
Multifunctional non-homologous end j ]omlng protein LigD (MKIDPOGM_01014)
ATP-dependent zinc metalloprotease FtsH (MKIDPOGM_01030) Response regulator receiver proteln CpdR (MKIDPOGM_01008)
1S256 family transposase ISRm3 (MKIDPOGM_01035) 15630 family transposase ISRm2011-2 (MKIDPOGM_01010)
VP1853_VP1853 (MKIDPOGM_01023)
QatD_00001 (MKIDPOGM_01025)
QatC_00001 (MKIDPOGM_01026)

QatA_00001 (MKIDPOGM_01028) 1001
1045 1042 1034 1029 | | | 1016 1013 101 1003L
104810461 1041 10391037 1035 1032 1028 QatB_00003 (MKIDPOGM_01027) 1017 1014 1009 100 1000 998
1049[1047] 10441043 | 1040 [10381036 | |1033] |[10301027 | 1025 | | | 1020 | 1018T\1015H1012 | 10087 1005 1002 999

IMGPR _plasmid_2847410152. (I)OOOOS: 1,019,746-1,079,081 (-)
1S3 family transposase ISRm1 (MLDLKGOL_01121)
1121
1120 1123
11171118 | [1122] 1125

IMGPR _plasmid._ 2844483825 000002 1,211,065-1,229,593 (+)
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