Dipeptide transport system permease protein DppC (OILCJOOD_00643)
Multifunctional non-homologous end joining protein LigD (OILCJOOD_00647)
Glutathione import ATP-binding protein GsiA (OILCJOOD_00644)
Peptidase T (OILCJOOD_00646)
645 648 649 650 651 652 653 654 655 656 657
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1S21 family transposase ISPpu7 (LLMDMPGB_00265)
DrmD_00013 DrmD (LLMDMPGB_00266)
260 262 263 \ 266 268
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IMGPR_plasmid_2841474449_000002: 676,719-693,860 (+)

I
IMGPR _plasmid_2848985563 000003:275,921-295,772 (+)
Dipeptide transport system permease protein DppB (FLHOCGFO_00621) 625 627 628 629
IMGPR _plasmid_2562617130_000002: 656,251-672,209 (+)
678 680 682 683 684
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IMGPR _plasmid_2847375993_000002: 723,786-741,567 (+)
Oligopeptide transport ATP-binding protein OppF (MLDLKGOL_00602)

ABC-type heme transporter (VF07§9) (MLDLKGOL_00601) 605 607
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IMGPR _plasmid_2844483825_000002: 620,757-635,864 (+)
372 374 375
IMGPR _plasmid_2847403270_000002: 395,346-410,830 (+)
807 810 813
IMGPR _plasmid_2847382545_000002: 848,022-863,993 (+)
1348 1344
IMGPR _plasmid_650716086_000004: 1,453,659-1,465,899 (-)
Glutathione transport system permease protein GsiD 1S3 family transposase ISRm1 (MKIDPOGM_01573)
1578 15741573 1572 1569 1567

IMGPR_plasmid_2847410152_000003: 1,666,376-1,682,308 (-)

Multifunctional non-homologous end joining protein LigD (JAELNLAK_01071)
1071 | 1069 1067

IMGPR_plasmid_2847395608_000006: 1,161,104-1,174,326 (-)
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