Putative ABC transporter substrate-binding protein YesO (JAELNLAK_01245)
Hydroxypyruvate reductase (JAELNLAK_01248)

BopD (VF0362) (JAELNLAK_01246) 1252 ISNCY family transposase ISRm17 (JAELNLAK_01256)
\ 1246 1248 1249 1250 1251 | 1253 1254 1257 Blue-light-activated histidine kinase
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IMGPR_plasmid_2847395608_000006: 1,350,209-1,366,107 (+)

Protein-glutamate methylesterase/protein-glutamine glutaminase (MKGIFKAG_01087)
1078 1079 Protein-glutamate methylesterase/protein-glutamine glutaminase (N KGIFKAG_01086)
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IMGPR_plasmid_2855825444_000002: 1,188,785-1,205,869 (+)
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IMGPR _plasmid_2850633175_000003: 1,540,606-1,559,768 (+)
Anti-sigma-F factor NrsF (LLMDMPGB_00163)
Sigma M (VF0822) (LLMDMPGB_00162)
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IMGPR_plasmid_2848985563_000003: 167,564-185,351 (-)
AAC_6p_set_A-NCBIFAM aminoglycoside 6'-N-acetyltransferase (NF012165.0) (MCPJAFGN_01003)
Anti-sigma-F factor NrsF (MCPJAFGN_01004)
Sigma M (VF0822) (MCPJAFGN_01005)
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IMGPR_plasmid_2597490149_000002: 1,112,292-1,130,068 (+)
Anti-sigma-F factor NrsF (BOENCIPI_01071)
Sigma M (VF0822) (BOENCIPI_01072)
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IMGPR_plasmid_2523533632_000004: 1,198,070-1,213,370 (+)

Anti-sigma-F factor NrsF (KKAGDBLO_01352)
Sigma M (VF0822) (KKAGDBLO_01351)
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IMGPR _plasmid_2850654020_000003: 1,473,033-1,493,417 (-) -
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