
IMGPR_plasmid_2562617130_000002: 906,760-919,282 (+)

832
Urocanate hydratase (FLHOCGFO_00834)

834

Histidine ammonia-lyase (FLHOCGFO_00836)
Imidazolonepropionase (FLHOCGFO_00837)

RT_III-AM_III-B_2 (FLHOCGFO_00838)

cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NF033135.1) (FLHOCGFO_00839)

839
Ribose 1,5-bisphosphate phosphokinase PhnN (FLHOCGFO_00841)

Alpha-D-ribose 1-methylphosphonate 5-triphosphate diphosphatase (FLHOCGFO_00842)

842

IMGPR_plasmid_2847388547_000003: 1,590,652-1,603,472 (-)

1460
drt-UG38 DRT (CMBKHOME_01463)

IMGPR_plasmid_2847395608_000006: 963,290-975,812 (-)

drt-UG17 DRT (JAELNLAK_00892)
892

IMGPR_plasmid_2511231052_000005: 1,390,375-1,404,391 (-)

RT_III-AM_III-B_2 (KLJMBOKK_01304)1304

IMGPR_plasmid_2841467545_000003: 1,063,424-1,075,941 (-)

icity0040 RT (MKMKKMJL_00983)982

IMGPR_plasmid_2848985563_000003: 476,991-489,794 (+)

438 439 440

IMGPR_plasmid_2850633175_000003: 1,156,155-1,169,729 (-)

icity0040 RT (LGIOIMFM_01075)
drt-UG38 DRT (LGIOIMFM_01076)

IS630 family transposase ISRm2011-2 (LGIOIMFM_01081)1080

IMGPR_plasmid_2918445941_000003: 21,730-35,304 (+)

drt-UG38 DRT (ICIECDIL_00030)
icity0040 RT (ICIECDIL_00031)

IMGPR_plasmid_2847403270_000002: 593,082-605,903 (+)

drt-UG38 DRT (HNJPBAKN_00544)
icity0040 RT (HNJPBAKN_00545)

IMGPR_plasmid_2848978059_000005: 725,548-739,107 (-)

icity0040 RT (FPLMEGNH_00677)
drt-UG38 DRT (FPLMEGNH_00678)

IS630 family transposase ISRm2011-2 (FPLMEGNH_00683)

IMGPR_plasmid_640753051_000003: 1,167,591-1,179,413 (+)

Urocanate hydratase Ribose 1,5-bisphosphate phosphokinase PhnN (CLGMGDBN_01090) 1092 1093
putative ABC transporter phosphonate/phosphite binding protein PhnD2 (CLGMGDBN_01095)

5000 nt

defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)


