dTDP-4-dehydrorhamnose 3,5-epimerase (JAELNLAK_01165)

Anthranilate 1,2-dioxygenase system ferredoxin--NAD(+) reductase component (JAELNLAK_01152) Glucose-1-phosphate thymidylyltransferase (JAELNLAK_01164)
HTH-type transcriptional regulator MalT (JAELNLAK_01162)
Naphthalene 1,2-dioxygenase system, ferredoxin component (JAELNLAK_01153) Capsular po‘lysaccharide (VF0624) (JAELNLAK_01166)
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IMGPR _plasmid_2847395608_000006: 1,247,441-1,265,300 (+)
1S630 family transposase ISRm2011-2 (LGIOIMFM_01331) HTH-type transcriptional regulator MalT (LGIOIMFM_01338)
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IMGPR _plasmid_2850633175_000003: 1,435,574-1,454,494 (+)
1S630 family transposase ISRm2011-2 (COIHECOP_01424)
1S66 family transposase 151313 (COIHECOP_01429) HTH-type transcriptional regulator MalT (COIHECOP_01434)
1S66 family trﬁposase ISRm2 (COIHECOP_01430)
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IMGPR_plasmid_650716086_000004: 1,528,076-1,549,597 (+)
3-methyl-2-oxobutanoate hydroxymethyltransferase (MKGIFKAG_00979) HTH-type transcriptional regulator MalT (MKGIFKAG_00989)
982 984 985 986 987 989

K KK H A — D@ T—@ D T

I
IMGPR_plasmid_2855825444_000002: 1,084,081-1,103,236 (+)
ISNCY family transposase ISRm17 (CMBKHOME_00181)
182 HTH-type transcriptional regulator MalT (CMBKHOME_00187)
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IMGPR_plasmid_2847388547_0000083: 201,608-220,210 (+)

HTH-type transcriptional regulator MalT (NMCEABBA_00982)
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IMGPR_plasmid_2561511187_000003: 1,077,713-1,096,314 (+)

HTH-type transcriptional regulator MalT (KKAGDBLO_01441)
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IMGPR_plasmid_2850654020_000003: 1,575,778-1,592,723 (-)

HTH-type transcriptional regulator MalT (EJIPODPE_00967)
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IMGPR_plasmid_651053067_000002: 1,060,955-1,077,904 (+)

1303 HTH-type transcriptional regulator MalT (ICIECDIL_01301)
1304 | 1302 1301 1300 1298

& HEA EHED O CO—@ D

—
IMGPR_plasmid_2918445941 000003: 1,398,644-1,415,587 (-)
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IMGPR_plasmid_2850646820_000003: 1,527,915-1,545,060 (-)

1S66 family transposase 151313 (HNJPBAKN_00317)
1566 family transposase ISRm2 (HNJPBAKN_00318)
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IMGPR_plasmid_2847403270_000002: 332,914-351,745 (-)
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