poly_MCR3_broad-NCBIFAM MCR-3-related phosphoethanolamine--lipid A transferase (NFO33409.0) (EJIPODPE_00693)

D-inositol-3-phosphate glycosyltransferase (EJIPODPE_00687) Serine/threonine-protein phosphatase 1 (EJIPODPE_00691)
Phosphoglycolate phosphatase (EJIPODPE_00690)
Glycogen synthase (EJIPODPE_00684) HTH-type transcriptional regulator SgrR (EJIPOBPE_OOéB‘?)‘
684 685 687 ‘ ‘ 691 PhoPQ (VF0111) (EJIPODPE_00694)
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IMGPR_plasmid_651053067_000002: 746,843-760,066 (+)

Periplasmic dipeptide transport protein (LLMDMPGB_00485)
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IMGPR_plasmid_2848985563_000003: 533,664-546,108 (-)

tRNA-Val(gac) 1029
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IMGPR _plasmid_2850633175_000003: 1,099,066-1,112,287 (+)
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IMGPR _plasmid_2850646820_000003: 169,225-182,443 (-)
HTH-type transcriptional regulator SgrR (MCPJAFGN_00686) 686
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IMGPR_plasmid_2597490149_000002: 752,874-766,083 (+)

Phosphoglycolate phosphatase (LINOELNG_00466)
Hexitol phosphatase A (LINOELNG_00467)
HTH-type transcriptional regulator SgrR (LIN ELNG_OO465) 471
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IMGPR _plasmid_2512047086_000004: 518,402-532,927 (+)
} 5000 nt {
virulence (VFDB) AMR (AMRFinderPlus) tRNA
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