
IMGPR_plasmid_650716086_000004: 675,375-688,457 (+)

Colistin resistance protein EmrA

MFS_efflux_tcmA-NCBIFAM tetracenomycin C efflux MFS transporter (NF000025.1) (COIHECOP_00632)

Protein RocB (COIHECOP_00633)
634635

Oxygen-dependent choline dehydrogenase (COIHECOP_00636)
2-dehydro-3-deoxy-D-gluconate 5-dehydrogenase (COIHECOP_00637)

Michele_2A_hits_grouped (COIHECOP_00638)

639
Exodeoxyribonuclease III (COIHECOP_00640)

641 642

Non-homologous end joining protein Ku (COIHECOP_00643)

Multifunctional non-homologous end joining protein LigD (COIHECOP_00644)

IMGPR_plasmid_2847375993_000002: 1,553,503-1,566,578 (-)

1421

IMGPR_plasmid_2848978059_000005: 116,463-129,539 (+)

111 115
116

IMGPR_plasmid_2511231052_000005: 813,572-827,042 (+)

767
768

IMGPR_plasmid_2523533632_000004: 239,086-251,152 (+)

206 207 FarAB (VF0450) (BOENCIPI_00208) 211 212 216

IMGPR_plasmid_2848985563_000003: 1,059,478-1,071,554 (-)

965966

IMGPR_plasmid_2517487022_000003: 241,874-267,481 (+)

220 221

Trehalose-recycling ABC transporter (VF0842) (HLMMCMHC_00222)
sn-glycerol-3-phosphate import ATP-binding protein UgpC (HLMMCMHC_00223)

Sulfopropanediol 3-dehydrogenase (HLMMCMHC_00224)

Michele_2A_hits_grouped (HLMMCMHC_00225)
BopD (VF0362) (HLMMCMHC_00226)

227 228
229

Glutamyl-tRNA(Gln) amidotransferase subunit A (HLMMCMHC_00230)

2-hydroxy-6-oxononadienedioate/2-hydroxy-6-oxononatrienedioate hydrolase (HLMMCMHC_00231)

232

IMGPR_plasmid_640753051_000003: 773,358-798,963 (+)
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Trehalose-recycling ABC transporter (VF0842) (CLGMGDBN_00717)
sn-glycerol-3-phosphate import ATP-binding protein UgpC (CLGMGDBN_00718)

Sulfopropanediol 3-dehydrogenase (CLGMGDBN_00719)

720

Michele_2A_hits_grouped (CLGMGDBN_00721)
BopD (VF0362) (CLGMGDBN_00722)

723 724
725

Glutamyl-tRNA(Gln) amidotransferase subunit A (CLGMGDBN_00726)

2-hydroxy-6-oxononadienedioate/2-hydroxy-6-oxononatrienedioate hydrolase (CLGMGDBN_00727)

728
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