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2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (MKGIFKAG_00358)

ISNCY family transposase ISRsp17 (MKGIFKAG_00359)

Tryptophan decarboxylase (MKGIFKAG_00354)
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IMGPR_plasmid_2855825444_000002: 378,794-392,774 (+)

Non-homologous end joining protein Ku (MKGIFKAG_00362)
Non-homologous end joining protein Ku (MKGIFKAG_00363)
Bifunctional hemolysin/adenylate cyclase (MKGIFKAG_00368)
putative hydrolase YcaC (MKGIFKAG_00364)
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IMGPR_plasmid_284897805% 000005:273,711-285,944 (+)
373374 378
N
‘ D D B
IMGPR _plasmid_2523533632_000004: 397,350-409,583 (+)
1S630 family transposase ISRm2011-2 (MKMKKMJL_00624)
1S481 family transposase 1SStag2 (MKMKKMJL_00623)
617 putative hydrolase YcaC (MKMKKMJL_00621)
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IMGPR_plasmid_2841467545_000003: 644,242-657,108 (+)
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986 989 990 992 1S3 family transposase ISRm1 (MKIDPOGM_00997)

IMGPR_plasmid_2847410152_000003: 1,012,520-1,024,599 (+)
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IMGPR_plasmid_2918445941_000003: 443,980-456,057 (-)
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