putative hydrolase YcaC (LGIOIMFM_00979)
1,5-anhydro-D-fructose reductase (LGIOIMFM_00982)  Solute-binding protein (LGIOIMFM_00984)

972 973 974 975 976 977 979 Uronate isomerase (LGIOIMFM_00983)
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934 putative hydrolase YcaC (FLHOCGFO_00935)

IMGPR _plasmid_2562617130_000002: 1,018,490-1,029,641 (-)
HTH-type transcriptional regulator DmIR (KKAGDBLO_00271)
putative hydrolase YcaC (KKAGDBLO_00270)
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putative hydrolase YcaC (MKMKKMJL_00887)
HTH-type transcriptional regulator DmIR (MKMKKMJL_00885) 885 888 889 893

X &— HCK = H A H D

IMGPR_plasmid_2850633175_000003: 1,044,783-1,055,937 (+)

IMGPR_plasmid_2850654020_000003: 305,866-317,623 (-)

IMGPR_plasmid_2841467545_000003: 951,444-963,852 (+)
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HCK < H A D

IMGPR_plasmid_640753051_000003: 1,268,734-1,278,767 (-)

Cytochrome c oxidase subunit 2
409 410 414

IMGPR_plasmid_2512047086_000004:467,564-476,858 (+)
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