2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (FPLMEGNH_01440)
15481 family transposase ISRm20 (FPLMEGNH_01436)
ABC-type heme transporter (VF0739) (FPLMEGNH_01441)
Amino-acid carrier protein AlsT (FPLMEGNH_01431)  Antitoxin ParD1 (FPLMEGNH_01438)
Dodecin (FPLMEGNH_01432) Toxin ParE1 (FPLMEGN H_01437)
1431 14321433 [T | 1437

N
IMGPR_plasmid_2848978059_000005: 1,543,073-1,551,582 (+)

68Toxin ParE1 (OILCJOOD_00067)

T ——E@ @@

IMGPR_plasmid_2841474449_000002:71,657-80,195 (-)

1307 Toxin ParE1 (HNJPBAKN_01309)

IMGPR_plasmid_2847403270_000002: 1,434.412-1,442,969 (-)
Toxin ParE1 (GAEEFKFN_00252)
253 Antitoxin ParD1 (GAEEFKFN_00251) 246

IMGPR_plasmid_2847382545_000002:279,972-289,573 (-)
230

IMGPR_plasmid_2841467545_0000083: 230,902-239,427 (+)
1190

a1 EHTTTTd—h-aTe T

IMGPR_plasmid_2848985563_000003: 1,319,032-1,327,556 (-)

532

a4 EadO—AG——Ce K

I
IMGPR plasmid_2511231052_000005: 550,481-559,543 (+)
drt-UG17 DRT (BOENCIPI_01521) drt-UG17 DRT (BOENCIPI_01523)
1518 ISNCYfamin transposase ISRm17 (BOENCIPI701§22) 1522

putative siderophore transport system permease protein YfhA (FPLMEGNH_01442)

Toxin ParE1 (BOENCIPI_01526)
1523

agmm—@Ed-@— @@ <(— REd— -

—— ——
IMGPR _plasmid 2523533632 _000004: 1,674,596-1,688,570 (+)

Antitoxin ParD1 (MLDLKGOL_00063)

64 —r 15256 family transposase ISRm5 (MLDLKGOL_00061)

dmmmT—a@maE-@—aEma——o< H |

I
IMGPR_plasmid_2844483825_000002: 66,427-77,371 (-)
k 5000 nt {
defence (PADLOC) virulence (VFDB)




