4-hydroxy-tetrahydrodipicolinate synthase (BDGBBHHC_00607)
Leucine efflux protein (BDGBBHHE,OO()O())
D-inositol-3-phosphate glycosyltransferase (BDGBBHHC_00602) ‘ Toxin FitB (BDGBBHHC_00609) Release factor glutamine methyltransferase (BDGBBHHC_00612)
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IMGPR_plasmid_2850654020_0000083: 707,260-720,286 (+)
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IMGPR_plasmid_2511231052_000005:872,727-885,154 (-)
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putative cyclic di-GMP phosphodiesterase PdeA (MLDLKGOL_01239)
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IMGPR_plasmid_651053067_000002: 299,894-312,322 (-)
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IMGPR_plasmid_2844483825_000002: 1,322,671-1,336,021 (+)
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