Protein-glutamate methylesterase/protein-glutamine glutaminase (KLJMBOKK_00113)

HTH-type transcriptional regulator DegA Protein-glutamate methylesterase/protein-glutamine glutaminase (KLJMBOKK_00112)
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AAC_6p_set_A-NCBIFAM aminoglycoside 6'-N-acetyltransferase (NF012165.0) (MCPJAFGN_01003)
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HTH-type transcriptional regulator MtrR (HNJPBAKN_00210)
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DrmD_00013 DrmD (ICIECDIL_01204)
1206 1203 1S21 family transposase ISPpu7 (ICIECDIL_01203)
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Putative L-lactate dehydrogenase operon regulatory protein (JAELNLAK_01269)

1S21 family transposase ISPpu7 (JAELNLAK_01261)
DrmD_00013 DrmD (JAELNLAK_01262)
1252 Blue-light-activated histidine kinase (JAELNLAK_01259) 1259 \ 1262 1263 D-galactonate dehydratase (JAELNLAK_01268)
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