N(2)-citryl-N(6)-acetyl-N(6)-hydroxylysine synthase (OHKCLOJA_00001)
Virulence regulon transcriptional activator VirB (OHKCLOJA_00007)

N(6)-hydroxylysine O-acetyltransferase (OHKCLOJA_00003)

| Plasmid partition protein A (OHKCLOJA_00008)
Aerobactin (VF0123) (OHKCLOJA_00002) Putative phosphoserine phosphatase 2 (OHKCLOJA_00010)

| JAerobactin (VF0229) (OHKCLOJA 00005) | |
Aerobactin (VF0229) (OHKCLOJA_00004) RepFIB replication protein A(OHKCLOJA_00009)

| | | ~ Aerobactin (VF0565) (OHKCLOJA 00006) | 11 12 13 Riboflavin transporter RfnT (OHKCLOJA_00014)

BB O —-@@@ DD {Ia{D

— e e —————————]
IMGPR _plasmid 2921806583 _000001: 552-18,156 (+)
Virulence regulon transcriptional activator VirB (EHGPJJEB_00061)
N(6)-hydroxylysine O-acetyltransferase (EHGPJJEB_00065)
Plasmid partition‘protein A (EHGPJJEB_00060)

Aerobactin (VF0123) (EHGPJJEB_00066)
~ JAerobactin (VF0229) (EHGPJJEB_00063)
Aerobactin (VF0229) (EﬁGPJJEB,00064) RepFIB replication protein A (EHGPJJEB_00058)

| Aerobactin (VF0565) (EHGPJJEB_00062) 59
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IMGPR_plasmid_2731957816_000002:47,911-64,485 (-)
N(2)-citryl-N(6)-acetyl-N(6)-hydroxylysine synthase (CPPDILNA_00002)

Virulence regulon transcriptional activator VirB (CPPDILNA_00007)
N(6)-hydroxylysine O-acetyltransferase (CPPDILNA_00003)
Plasmid partition ‘protein A (CPPDILNA_00008)
erobactin (VF0229) (CPPDILNA_00005)
Aerobactin (VF0123) (CPPDILNA_00001)
Aerobactin (VF0229) (CPPDILNA_00004)
[ Aerobactin (VF0565) (CPPDILNA_00006) 9 RepFIB replication protein A (CPPDILNA_00010)
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IMGPR _plasmid_2902980113 000001: 542-18,144 (+)
N(2)-citryl-N(6)-acetyl-N(6)-hydroxylysine synthase (FPKAKBEH_00066)
Virulence regulon transcriptional activator VirB (FPKAKBEH_00061)
(6)-hydroxylysine O-acetyltransferase (FPKAKBEH_00065)
Plasmid partition brotein A (FPKAKBEH_00060)
erobactin (VF0229) (FPKAKBEH_00063)
Aerobactin (VF0229) (FPKAKBEH,00064) RepFIB replication protein A (FPKAKBEH_00058)
| | ~ Aerobactin (VF0565) (FPKAKBEH_00062) 59
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IMGPR_plasmid_2874080034_000001:47,060-63,450 (-)
AAC_6p_set_A-NCBIFAM aminoglycoside 6'-N-acetyltransferase (NF012165.0) (MAGPOFPK_00003)
Virulence regulon transcriptional activator VirB (MAGPOFPK_00007)
Plasmid partition protein A (MAGPOFPK_00008)
Aerobactin (VF0229) (MAGPOFPK_00005)
Aerobactin (VF0229) (MAGPOFPK_00004)
Aerobactin (VF0123) (MAGPOFPK_00001)
2 \ Ae‘robactin‘(VFOSéS) (MAGPOFPK_00006) 9 RepFIB replication protein A(MAGPOFPK_00010)
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IMGPR _plasmid_2869118489_000001: 522-18,125 (+)
N(2)-citryl-N(6)-acetyl-N(6)-hydroxylysine synthase (PJEOFLCG_00001)
Virulence regulon transcriptional activator VirB (PJEOFLCG_00006)
N(6)-hydroxylysine O-acetyltransferase (PJ EOFLCG,OOOOZ)
‘ RepFIB replication protein A (PJEOFLCG_00009)

Plasmid partition ‘protein A (PJEOIELCG_OOOO7)
Aerobactin (VF0229) (PJEOFLCG_00004) Riboflavin transporter RfnT (PJEOFLCG_00014)
Aerobactin (VF0229) (5J EOFLCG_00003) Riboflavin transporgr RfnT (PJEOFLCG_00015)
| |~ Aerobactin (VF0565) (PJEOFLCG_00005) 8 | T Pla(VF0139) (PJEOFLCG_00016)
(/2 FE ) e S O o I 7 B G e D s B
L ———————— —
IMGPR _plasmid_2869127395_000001: 23-17,718 (+)
N(2)-citryl-N(6)-acetyl-N(6)-hydroxylysine synthase (GLPPMEDL_00001)
Virulence regulon transcriptional activator VirB (GLPPMEDL_00006)
N(6)-hydroxylysine O-acetyltransferase (GLPPMEDL_00002)
RepFIB replication protein A (GLPPMEDL_00009)
Plasmid partition brotein A (GLPPMEDL_OOOO7)
Aerobactin (VF0229) (GLPPMEDL_00004)
Aerobactin (VF0229) (GLPPMEDL_00003)
| | ~ Aerobactin (VF0565) (GLPPMEDL_00005) 8 14 Riboflavin transporter RfnT (GLPPMEDL_00015)
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IMGPR _plasmid_2902975652_000001: 2-17,704 (+)
Virulence regulon transcriptional activator VirB (KIPIKMIK_00061)
N(6)-hydroxylysine O-acetyltransferase (KIPIKMIK_00066)
RepFIB replication protein A (KIPIKMIK_00059)
Aerobactin synthase (KIPIKMIK_00064)
Aerobactin (VF0229) (KIPIKMIK_00063)
Aerobactin (VF0565) (KIPIKMIK_00062)
65 | | Plasmid partition protein A (KIPIKMIK_00060) 54
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IMGPR plasmid_2921811289_000001:47,123-62,987 (-)
Serine/threonine-protein kinase toxin HipA (JMAKMIDD_00070) Virulence regulon transcriptional activator VirB (JMAKMIDD_00061)
N(6)-hydroxylysine O-acetyltransferase (JMAKMIDD_00065)
Vibriobactin utilization protein ViuB (JMAKMIDDYJ%és)
Malto-oligosyltrehalose trehalohydrolase (JMAKMIDD_00071) Aerobactin (VF0229) (JMAKMIDD_00063)

Maltooligosyl trehalose synthase (JMAKMIDD_OOb72) ‘ Aerobactin (\/F0229) (JMAKMIDD_00064) RepFIB replication protein A (JMAKMIDD_00058)
Glycogen operon protein GlgX (JMAKMIDD_00073) Aerobactin (VF0123) (JMAKMIDD_00066) ‘ Plasmid partition protein A (JMAKMIDD_00060)
74 | | 69 | 67 | Aerobactin (VF0565) JMAKMIDD_00062) 59 |
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IMGPR _plasmid_2731957819_000002:47,915-78,574 (-)
Serine/threonine-protein kinase toxin HipA (BEOFEOCH_00066)  Virulence regulon transcriptional activator VirB (BEOFEOCH_00057)
N(6)-hydroxylysine O-acetyltransferase (BEOFEOCH_00061)
Vibriobactin utilization protein ViuB (BEOFEOCH_00064)
Malto-oligosyltrehalose trehalohydrolase (BEOFEOCH_00067)  Aerobactin (VF0229) (BEOFEOCH_00059)

Maltooligosyl trehalose synthase (BEOEEOCH_OObéB) ‘ Aerobactin (\/F0229) (BEOFEBCH_OOOéO) RepFIB replication protein A (BEOFEOCH_00054)
Glycogen operon protein GlgX (BEOFEOCH_OOOé?) Aerobactin (VF0123) (BEOFEOCH_OOOéZ) ‘ Plasmid partition protein A (BEOFEOCH_00056)
70 | | 65 | 63 | Aerobactin (VF0565) (BEOFEOCH_00058) 55 |

[ K K

IMGPR_plasmid_2856036541_000001:41,547-71,329 (-)
Serine/threonine-protein kinase toxin HipA (LLEDLPIE_00054)
N(6)-hydroxylysine O-acetyltransferase (LLEDLPIE_00049)
Vibriobactin utilization protein ViuB (LLEDLPIE,MZ) Virulence regulon transcriptional activator VirB (LLEDLPIE_00045)
Malto-oligosyltrehalose trehalohydrola%e (LLEDLPIE_00055) Aerobactin (VF0229) (LLEDLPIE_00047)

Maltooligosyl trehalose synthase (LLED‘LPIE_OOOSé) Aerobactin (VF0229) (LLEDLPIE_00048) RepFIB replication protein A (LLEDLPIE_00042)
Aerobactin (VF0123) (LLEDLPIE_OBOSO) ‘ Plasmid partition protein A (LLEDLPIE_00044)
57 53 | 51 | Aerobactin (VFO565) (LLEDLPIE_00046) 43 |

D

IMGPR _plasmid_2856054494_000001: 31,859-59,559 (-)
Virulence regulon transcriptional activator VirB (MCLEKPAG_00060)
Serine/threonine-protein kinase toxin HipA (MCLEKPAG_00069)
N(6)-hydroxylysine O-acetyltransferase (MCLEKPAG_00064)
Vibriobactin utilization protein VWMCLEKPAG,OOOéﬂ
Aerobactin (VF0229) (MCLEKPAG_00062)

Aerobactin (\/FO229) (MCLEKﬁAG_OOOéS) RepFIB replication protein A (MCLEKPAG_00057)
Aerobactin (VF0123) (MCLEKPAG_00065) ‘ Plasmid partition protein A (MCLERPAG_OOOS?)
68 | 66 | Aerobactin (VF0565) (MCLEKPAG 00061) 58
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IMGPR_plasmid_2903029400_000001:47,551-68,999 (-)
Virulence regulon transcriptional activator VirB (HPGDADOC_00044)
Serine/threonine-protein kinase toxin HipA (HPGDADOC_00053)
N(6)-hydroxylysine O-acetyltransferase (HPGDADOC_00048)
Vibriobactin utilization protein ViuB (H PGDADOC 00051)
Aerobactin (VF0229) (HPGDADOC_00046)

Aerobactin (VF0229) (HPGDABOC_OOO47) RepFIB replication protein A(HPGDADOC_00041)
Aerobactin (VF0123) (HPGDADO _60049) ‘ Plasmid partition protein A (HPGDADOC_00043)
55 54 52 | 50 | Aerobactin (VF0565) (HP.GDADOC 00045) 42 |

N
IMGPR_plasmid_2876358570_000001: 31,265-54,679 (-)

Serine/threonine-protein kinase toxin HipA (HCAMDFPK_00009) Virulence regulon transcriptional activator VirB (HCAMDFPK_00018)
Vibriobactin utilization protein ViuB (HCAMDFPK_00011)

Glycogen operon protein GlgX (HCAMDFPK_00006) ‘ N(6)-hydroxylysine O-acetyltransferase (HCAMDFPK_00014)
50S ribosomal protein L16 3-hydroxylase (HCAMDFPK_00003) Antitoxin HipB (HCAMDFPK_00010)  Aerobactin (VF0229) (HCAMDFPK_00016)
Serine transporter (HCAMDFﬁK_OOOOl) Maltooligosyl trehalose synthase (HCAMDFPK_ObOO7) ‘ Aerobactin (VF0229) (HCAMDFPK_00015) RepFIB replication protein A(HCAMDFPK_00021)
MgtBC (VF0106) (HCAMDFPK_00002) L Aerobactin (VF0123) (HCAMDFPK_00013) |  Plasmid partition protein A (HCAMDFPK_00019)
\ | 4 5 shah_acc_0214 GlgB (HCAMDFPK_00008) 12 | Aerobactin (VF0565) (HCAMDFPK 00017) 20 |
a1
IMGPR _plasmid_2921824847_000002: 688-38,231 (+)
N(2)-citryl-N(6)-acetyl-N(6)-hydroxylysine synthase (KLEHLGBN_00001)
Virulence regulon transcriptional activator VirB (KLEHLGBN_00006)
N(6)-hydroxylysine O-acetyltransferase (KLEH LGBN_00002)
RepFIB‘ replication protein A (KLEHLGBN_00009)
Plasmid partition brotein A (KLEHLGBN_00007)

Aerobactin (VF0229) (KLEHLGBN_OOOO4)|-L ‘ tRNA nuclease CdiA (KLEHLGBN_00012)
Aerobactin (VF0229) (KLEHLGBN_00003) Hemolysin transporter protein ShiB (KLEHLGBN_00010) tRNA nuclease CdiA (KLEHLGBN_00014) 18 20

| | ~ Aerobactin (VF0565) (KLEHLGBN 00005) 8 | 11 tRNA nuclease CdiA (KLEHLGBN_00013) | 1516  17]19] 2122
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IMGPR_plasmid_2869136618_000003: 21-34,780 (+)
1

IMGPR _plasmid_2871393495_000001: 273-5,246 (+)
57
58

IMGPR_plasmid_2903001996_000001: 47,551-52,524 (-)
58
59

IMGPR plasmid 2675903385 000001: 44,609-49,663 (-)
1 2345 67

IMGPR _plasmid 2921816052 _000001:85-7,991 (+)
tRNA nuclease CdiA (BDIOBHMP_00001)2 3 4 567 89

IMGPR _plasmid_2905815854_000002:41-17,096 (+)
[ 10000 nt i
defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




